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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 230236 CBP12 RS12030 WP 086964739.1 MANRGINKVILIGHLGQDPEIRYMPNGNAVANITLATSETWRDKQSGEQKERTEWHRVVFFGKLAEIVGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYE..EGYGQSQEAYQ.............RPAQQ.. 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYD..EGYGQSQEAYQ.............RPAQQ.. 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDF.GGNQGSGWNQAPAQTN.....YNQGGYSDNYAQNNN 148
NTDB id 230236 CBP12 RS12030 WP 086964739.1 EGRLQTRKWQGQDGQDRYTTEIVV.DIGGTMQMLGGRPQGGGGQGGGQQGGWGGQQQGGQPQGGQGNWGGQPAAQQGQGN 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM..........N.............VPAQQGS 137
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ...SRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...SRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGN....ATRP....QPA.QKPA.AQAEPPMDNFDDDIPF 180
NTDB id 230236 CBP12 RS12030 WP 086964739.1 WNQQAAPSQGQQHQSQSKPAAPPAA.PTYNEPPMDFDDDIPF 200
NTDB id 1166 A1552VC RS00795 WP 000168289.1 WGQPQQPAKQHQPMQQSA.PQQYSQ.PQYNEPPMDFDDDIPF 177
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