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NTDB id 1250 GCO85 RS13065 WP 027219989.1 .......MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWLSSS 73
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .......MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEF.CQYDKTALKQMGWNERQIQRWFNPEHKWIDQALQWAEQ. 71
NTDB id 230235 CBP12 RS11865 WP 086964680.1 MTESQLAQHPLLPWLALQNTQGIGPVRALQLYQTLGE....HWYRDQLLAQTKLNASQITALQTAHFDLLEAILKWQTAL 76
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ..MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNI.VQYSTEQLQLLGLTAKQLQAW.SQVDKEVDACLTWVAAS 76
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .....MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQL.QSFTPKQWLACGLKPEQLVFLTTQAAKQAEQCLQWRSAA 74
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGID 153
NTDB id 1388 A4U84 RS04945 WP 062924099.1 DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAIGID 151
NTDB id 230235 CBP12 RS11865 WP 086964680.1 HQRHVIVWSSPDYPPQLKAIPASPLILFVEGDLSVLSAAQLAVVGSRHPSYVGKENTQRLIPPLVEAGAVITSGLALGVD 156
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLALGID 156
NTDB id 1152 A1552VC RS00200 WP 000654772.1 NNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLALGID 154
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 AHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQIT.ENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAI 232
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIEATV 231
NTDB id 230235 CBP12 RS11865 WP 086964680.1 GLSHQSALAAKGKSIAVLGSGLANIYPKRHTTLAARLLEAQGALVSECYPWAKPLAHHFPRRNRIISGLSLGVLLIEAAE 236
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVA.ENGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVEAAE 235
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERII.AQGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVEAAE 233
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 KSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTS................. 295
NTDB id 1388 A4U84 RS04945 WP 062924099.1 NSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIA....WQRQS.VHIQPSLFDTKPKQA 306
NTDB id 230235 CBP12 RS11865 WP 086964680.1 RSGSLITARYALEQGREVFAVPGAWQNPLATGCNQLIQQGAKLVLEASDVLEELSAF...SVSNV......KI....... 300
NTDB id 1399 DSB67 RS15600 WP 010645755.1 KSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSL....DLF....... 304
NTDB id 1152 A1552VC RS00200 WP 000654772.1 KSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQVPYQATLF....... 306
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..NKPIFSL.....ASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT.... 375
NTDB id 230235 CBP12 RS11865 WP 086964680.1 .......LRASAEQLLPYPELLDNVGLEVTALDIIADRCQQPVQDVLIRLVELELAGWVASVPGGYVRARRG. 365
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .......SAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .......SAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKGRG. 371
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