logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

1

|

| QYR EALLLAEF AR, FUORCELEN (1 T XHYAE i

I F

A

MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE

MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE
MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE

N esgrormuDL R s s AR Sk

QMGINS SINK GEK (o] VI:SEAAR\BRH P VVNW FY@DQSLLGA . EKSSS|RoNe ) VAS:NSIAN G NNY T |51
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
Dol skoskskoskoskskokokoskoskokok Dok Dokskokokok Doksk Dok Dok Dok DD Dokskoskoksk DD Dok Dokskoskokskoskokskoskokskoskoksk LD sk DD Dk D sk D 1

I AFD@EK\/FngN\LgiTEMVBI ElSLQElYBL ISR R

YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI
YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI

LT RLLOTAHEL LAY AL LY EE R A LT

LALLTGDESLLSDETQLQFKQLGISHLLAISGPHV.IFAIMLSWACHQFISRYYP.IYLWKPKQ LMAVPCCLGVLIYTA
LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWACHQFISRYYPQIYLWKPKQVLMAVPCCLGVLIYTA

A L LA

Nk

V3

LAl

Av

e

IVPL I A ClHWIR3 ISIRGNMLEF)gRAN

3 ELEN

TEN

(RRKINL BISQEKIF ALBIPLTL MFIMQISW APL N IA PI GG
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQEISWVAPLTNIIAVPIVGSVIVPLNI AACAWFV KPFGNMLFHEND
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNITIAVPIVGEVIVPLNI AACAWFV KPFGNMLFHFND
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNITAVPIVGSVIVPLNI AACAWFV KPFGNMLFHFND

|

otk Dorkok Lk Lk DLk LD LR DLk b DD Dok Lok DD L L1 Dok bor D L b Dok bk DL D Do Do o Dok Dookkorkok Do 1 Lok |k

159
160
160
160

239
240
240
240

319
320
320
320

399
400
400
400

478
480
480
480



logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 230117 AB987 RS12080 WP 002122666.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

LSBT LML RLATL P T

IAAT ILFLPKG PKIFWR LCiJJ PL IIgSKIUNRENNQ
NSLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLV MNKTSQQIQLNILDVGQG
MLLSILLSﬁLGLLEKL.SLPLQGISLTPLSLLAISEAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQG
MLLSILLSCLGLLEKLE
s b Dookokoskoror Dotk Dok | ootk | Dok DD Do Dotk DL LT

%M@WMT%MH%WH@VMMMM% HW

Q Q
QAIFLQHP QNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFP IQQEIPVKQLISNEQLPN
QAIFLQHEEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPN
QAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPN

Ry et DLl WL DR HERLION

MLLSILLSCLGLLEKL

L

KLA ASA FQNRY H SQ%VLARMH M@Q ILaFMLENHMLﬂDB

K DVL 'LGHHGS[NHSS - YDFLI§19¢ PK 'ATASAGF - N[§YGHPSERAVENRL{NY LN I PLIRS TEY " IMGEY ' IF1SY  BIC {0 NgN Y
KIDVLVLGHHGSKHSSAYDFLATLKPKLATIASAGFDNRYGHPSQNVIARLKALHIPLKST EQGTLSFVLENHK VLHDR
KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQI¥VIARLKALHIPLKSTVEQGTLFVLENHKIVLHDR|
KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHDR

Posksk Dlskok Dok DD Dk b D skoskosk | oskoskosk 1ok sk sk sk sk sk sk sk >k sk sk k

Lt

806
810
810
810

Pokokokok |k | xx

X non conserved
B similar
> 507 conserved

558
559
559
559

637
639
639
639

717
719
719
719

797
799
799
799



