logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

WP 000768940.

000768961 .1

WP 000768940.

000768961 .1

WP 000768940.

000768961.1

WP 000768940.

000768961.1

WP 000768940.

000768961 .1

WP 000768940.

000768961.1

WP 000768940.

000768961 .1

AL A 29 FTL TSGR TRV LT AV EA LG

MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTRINSYGENRLAMLKNGMNA

MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTRINSYGENRLAMLKNGMNA
N

IR LIRS LALLMy AR

FLASNNPVLNDTRVGLGNFSAMGDSRSGQILVAAAPLGDASTLNT GSQRYKLKQAVARLTA[GIMTPSAHAYAEAAAYLM
FLASNNPVLNDTRVGLGNEFSABGDSRSGQILVAAAPLGDASTLNT GSQRYKLKQAVASLTARGMTPSAHAYAEAAAYLM
N e e

\ \
TN e ol msst SO sToass B
EURR LK N TIIL VD A PIRIF R @I TY DIXIGR Y TIANN(H AIBVEMNTEGT . TCN . . . ... ... stipRISEL sifEPN I SELEMAS CTAN
YSETYAIleDKRVSDNREEYN!RDSQIETWMYSWTNHDNIT AEDTS

[ *kk |1k [l Kk Dkokokokokkokkk || Pkl ok kokk %

in Qg il N|W5Rm§xwﬁs AR DU R

S WIRAAERY YINNIREN FANAD SGIREKSIMSNDTASNPNI VVIAFNNNS FRYY SPLPAVANRQSCDGQGIYFLSDGEPN
IGQLLSGTCMKK T[EL I TENNLELEF I...o . Sfesyeiuey BNy SPLPAVANRQSCDGQGIYFLSDGEPN
] 1 [

x| * * P sk bl skoskosk sk kok sk sk sk k ko k * NN | rrrrrrrrrrrrrrnd

(LAY SRR YT A ERANTHL A AR

WTTYTRSAS MSTALGSTFGADEFNCSGWLSNTTADSGWACMGEFAKRLEDKTKNPAGVSIQT GFGSDFSSLIYSSDVK
INTTPITRSAS MSTALGSTFGADFNCSGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQT GFGSDFSSLBISSDVK
P bk bbb e rrrrrrrrrret Prrrrrrrr ot

W AORTCRe I ST Y A TN L LT AR

NACRLSSRTQRIDRIMGDDEACSPNR TNA FNAPGYGNGGFFIgTQSEQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNP
NACRLSSRTQIDREGDDIRCSPNQ TNA WAPGYGNGGFF TQSMQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNP
R T T

ALY Y AL LR LS e AR STV

KNLQEYGYLRAFEPNPANTYLTWRGNLKKYHVVLSGEINAGAFEAN GGLVYNA GAFRTGTKDYWNSSTYWMDGGKVFIRGG
KNLQEYGYLRAFEPNPANTYLTWRGNLKKYHVVLSGENAGAFEAN GGLVYNA GAFRTGTKDYWNSSTYRIDGGKVFIIGG
PELL b bbb bbb bbb bbb v

80

160
160

235
230

314
298

394
378

474
458

554
538



logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

logo

NTDB id 230109 AB987 RS09185
NTDB id 1063 ABD1 RS15730 WP
consensus

WP 000768940.

000768961 .1

WP 000768940.

000768961 .1

WP 000768940.

000768961.1

WP 000768940.

000768961 .1

WP 000768940.

000768961 .1

WP 000768940.

000768961.1

WP 000768940.

000768961 .1

AL A TR I HOASHILETDIARA) ST TLLK £ AT

SYANVPLPIAGQIJETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTA|
SYAINVPLPIAGQ ETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTA|

LR TN UALNSTATUSLTYENS LSS

SYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDINATTLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLT]

SYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISATTLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLT
PELL e e rrrrrrrrrnt

MESILTE IR VPOV G D VAN TV

SAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSA
SAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSA|
PELL e rrrrrrrrrrrrrrnt

VARG Y LU T LR ARTNER 0 VAL LA

VSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQC

VSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQC
PELE et

YRR AR ORGSR s R STRRY LR L

YEKPNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQI
YEKPNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQI
PELL e rrrrrrrrrrrrrnt

AT RNRLARAONTID: O e VT TV A R

FRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPL
FRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPL
N

DN TR P (RRRRAL SLTDRLEDITRT AT AT

DVYPLTGREGMTPEASALSGRPVNNVYGIID DFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGYV|
DVYPLTGREGMTPWSALSGRPVNNVYGIID DFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGV
trrrrrrrrrn

634
618

714
698

794
778

874
858

954
938

1034
1018

1114
1098



logo

NTDB id 230109 AB987 RS09185 WP 000768940.1
NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 230109 AB987 RS09185 WP 000768940.1
NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 230109 AB987 RS09185 WP 000768940.1
NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

I AT

IaPP TNSCGKLNLSGNE GTG@MWQCTSHL
WPP TNSCGKLISLSGNE GTGEWQCTSHL

L8

LNI¥DG INRINKENIZS GF{NTIY
LN DG IIMNNKENISGFIAT[N
rer e

Tlxl sl 1

LRI

WYRWYERY R
TRAREREY 1268
k1 Lrrrrnd

X non conserved
B similar
>50% conserved

R elal

GYSECNWNVIGHGIRY TFVPEeY
GHSECNUNVIGEGIRY TFvPgsa
PTTID 000 Trr w0t 1

1194
1178

1274
1258



