logo

NTDB id 230059 AB895 RS09150
NTDB id 1072 ABD1 RS01805 WP
consensus

logo

NTDB id 230059 AB895 RS09150
NTDB id 1072 ABD1 RS01805 WP
consensus

logo

NTDB id 230059 AB895 RS09150
NTDB id 1072 ABD1 RS01805 WP
consensus

logo

NTDB id 230059 AB895 RS09150
NTDB id 1072 ABD1 RS01805 WP
consensus

logo

NTDB id 230059 AB895 RS09150
NTDB id 1072 ABD1 RS01805 WP
consensus

logo

NTDB id 230059 AB895 RS09150
NTDB id 1072 ABD1 RS01805 WP
consensus

logo

NTDB id 230059 AB895 RS09150
NTDB id 1072 ABD1 RS01805 WP
consensus

WP 000156636.

000156662.1

WP 000156636.

000156662.1

WP 000156636.

000156662.1

WP 000156636.

000156662.1

WP 000156636.

000156662.1

WP 000156636.

000156662.1

WP 000156636.

000156662.1

OO e SR o L TR

MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTIMAQYERA VGSRVAISFGRONLIGIITEKVDPWESFTGEIFQLKAIS LL
MTITPKPDSVVYRVRVAVPVHLYDTFDYTLT[NAQYERABIVGSRVAISFGRONLIGIITEKVDPRESFTG FQLKAIS LL
I

e LALLMV AL AR DL Db AR

I8P I LDEQVLNLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWK IMPCDNIEALLKRSMKQQDAYQILKLHPA
WP ILDEQVLELLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWK IWPCDN|JEALLKRSEKQQDAYQILKLHPA
[ I e N e e e e e e e e e

TE LSRR L LG LML

GTTENILNLSGVETATLKA QKKGLVDCTLEPHDFSPI\PVQLAQMPLTLNEDQKKATQV NAQHQYQAFLLDGLTGSGK
GTTENILNLSGVETATLKA QKKGLVDCTLEPHDFSPRPVQLAQMPLTLNEDQKKATQ V NAQHQYQAFLLDGLTGSGK

T ENARDLIL LT RO DAL KRR R LA

TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP
TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRENCDIALLHSGLNDSKRLOQAWQQAQTGKASIILGTRSAIYTP
N

AL OEELEE LR Ll VLTS DT HUACLIRAALR

LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH
LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH,
PELLE e rrrrrrrrrrrnt

LKAk P SRR LR AL £ L D LT

LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTYV

LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTYV|
PELL b e e bbb bbbt et

L0 AT A TAREELE DR IR SR RIS LA

HRLPDHCPECQQK[LKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP
HRLPDHCPECQQK LKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 230059 AB895 RS09150 WP 000156636.1
NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 230059 AB895 RS09150 WP 000156636.1
NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 230059 AB895 RS09150 WP 000156636.1
NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

i

|

B

L

auldl
RO F AL

WA AN LT

L]

I

|

AR

HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL
HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL

[ T e A A O R I R A e e R I e

Nilualld

|

il

LPPYRYWVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ
LPPYRYBMVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ
PULLL b e rrrrrrrrrrrrrnt

IR D

LVHAPRQHQLRLSIDVDPQEFS
LVHAPRQHQLRLSIDVDPQEFS
| T T T T T T O T O O I |

X non conserved
B similar
> 507 conserved

742
742

640
640

720
720



