logo K ‘ T E K
— %§5Q FTt Et VVA VAVtAA|A| Y Y OO RATEAE AR AIVAVEE oot Lo A

NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKK .YRENGIAAAA..... 71
NTDB id 1038 HON27 RS01510 WP 000993725.1  ........ E[AVETKLSDV. . 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1  ........ SRWSVKSGTGTED 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ...... ECKTIHSLTSTDE . 72
NTDB id 1204 PSJM300 03935 AFN76865.1 SE[HTIZSLVSSLP. T4
NTDB id 1354 HI 0299 AAC21963.1 MKLTTLQTLKIS SRR NUSRA S ILA.IAIP VAR AR KEVAAVASID M) ABIAPY)SADWELCVYSTNET . . . ... ... 69
NTDB id 1079 FDQ49 RS11140 WP 022575996.1  ........ NTN . BEACGTCFAGGATAV. 70
NTDB id 230041 AB895 RS05755 WP 038349724.1 ........ AETFSE@DBTCIJTNGTN.GI 71
NTDB id 1109 0K783 RS10670 WP 157147416.1  ....... TEYYENHETIWEKDNTSAGV 73
NTDB id 1119 NGFG RS11465 WP 017147169.1 ....... TEYYENHEKWIHENNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( )  ...... GAWRADR[¢SFIENAAALVAG T4
NTDB id 1400 DSB67 RS12660 WP 010643261.1 MKTNKQKK[M|Q[e)ue muARSRA SR Eeas i VO S8 Y DNV K A\ THAJZF PK IS STIHLMYELCAHEH@ADAGAFK . . . . 73

MKSMRHLNKRV[AJESINEREARIERAF SRR . V.UV S ARG VAR VANASE S LINA QAIMALYSENAANAQSDLSV. . .. .. 74
SENIBNAEALVAGTPSTAG 72
SETA TNNALEATQAATGY 71

NTDB id 1424 RS RS02795 WP 011000517.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
NTDB id 1274 LPP RS09530 WP 011214168.1

NTDB id 1258 GC0O85 RS09745 WP 014844212.1  ......... SETARTNNAL|ZATQAATGY 71
consensus s e
logo |7 R GOVTIIT
eSO LeT e ot on BansRVI 1L
NTDB id 1292 VP RS12235 WP 005479693.1 DADSSID.GI TFT............ RD.BATG 125
NTDB id 1038 HON27 RS01510 WP 000993725.1 . NPKIATKI EBT............ RS.TDGA 122
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .DANKLGTIALKP. . FTMGGAGPKNK T®T............ RTABDGLIK 134
NTDB id 1197 PSJM300 03940 AFN76866.1 ..... GYIGHETD .STS.YCDVDLD...TAAD[EH. . .CTAKGGNAGKFD[e TEN............ RT.@ADGE 124
NTDB id 1204 PSJM300 03935 AFN76865.1 . .... GFIGHG .STN.YCTVTLI...ATAT[¢S. . .CTTQNGMPDRFN THBA............ RT.TDGL\ID 126
NTDB id 1354 HI 0299 AAC21963.1 TSCTGGKNGHEA DIKTAKGYVAS.I ................. TEAN . .MEYILQAKGNAA.GI 128
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 .AADKMISE. . . ... KYGDAE. TIGGTAPN. .CJMBNYTFKSS. . ... ((lVSNKIBTS. . TKIVMNVSETG TKN 125
NTDB id 230041 AB895 RS05755 WP 038349724.1 A....TATDENG. ..... KYVAS TTAGTAVASG. .CIBBNAKMRAT . .. .. ¢VSKGEQN . .GELILTLSNADK@SNYV 132
NTDB id 1109 QK783 RS10670 WP 157147416.1 AS.. A.STEKE. ..... KYVQKMEVAKG. ........VMMNAQMAST..... lVNKE@QD . . KKLSL . WAKRQDESMK\IF 126
NTDB id 1119 NGFG RS11465 WP 017147169.1 AS.. . PPTDEKE. ... .. KYVKEMEVKNG.........VMMATMLSS..... CVNNEBKG. .KKLSL.WGRRENEGSMKWIF 127
NTDB id 1191 AAC28468.1 484..945( ) NVIFDSANGEDE@K . . YFAPGGVTM. .. .. TPDT[eA . . . ACKTMTETPTVIA....... ASGQIST 134
NTDB id 1400 DSB67 RS12660 WP 010643261.1 TKCHQTANGEPHE . . . AFTLNNLTMT . PAAGAAS[EA . . ..KEP . BKQ....NEKYILTATYASNGMT 138
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...... TPTKNVANBTIAGTGTVP[EQ. . .GEGTEABVPTAAGTALPVSSAPSEPEM 137
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISAS...NATTNVATA..TCGASSA[EQ. . KIEANWMTETPT. ......... YASEAMTIIK 131
NTDB id 1274 LPP RS09530 WP 011214168.1 V..., ... SP...AATPNVASH..AIGA. .N[eV. . GEGTHVMTPTL . ........ QANGDMT 119
NTDB id 1258 GC0O85 RS09745 WP 014844212.1 V.o.oo.o.o ..., SP...AATPNVQS CAIGA. . N[eV. . GEGTHIMTPTL......... QANGDMT 119
consensus X Xk * Xk Xk Xk X X ok k%



<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1292 VP RS12235 WP 005479693.1
1038 HON27 RS01510 WP 000993725.1
1192 PAKAF RS23870 WP 024947914.1
1197 PSJM300 03940 AFN76866.1
1204 PSJM300 03935 AFN76865.1
1354 HI 0299 AAC21963.1

1079 FDQ49 RS11140 WP 022575996.1
230041 AB895 RS05755 WP 038349724.1
1109 0K783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
1191 AAC28468.1 484..945( )

1400 DSB67 RS12660 WP 010643261.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
1274 LPP RS09530 WP 011214168.1
1258 GCO85 RS09745 WP 014844212.1

consensus

Ist NDAKY ) Tas R

S RN ARr e R oo ARRENEXECERE | St g7 s

OLPT................. APATA.VDG®S. .. .........
®VSD. ................ PTEBLIZKGETAGTPTEGAITSL
®TSD.................QBEQEIIMKGESK...........
@®AST. ................BBAKNKIZGK®S............
®TSD.................EBSERMKIRGK[®L............
TTCK. .. ... ... GTBASLFIZJANFCGSVTK. . ... ..
................. SGTDTPVELLJEQSFVAS. .. .......
®TST............. LIZKS[®ISS. .........

@GQPVTRTGDNDDTVADANNA
®GQPVTRADDDTVADAKDGKE
MAPGAAN. . ........... G
SECKDATN. ........... A

Q
T
TRRLIZTS[Q *
QTSHCH. . ...
AA .
OTTT. ....... oo S.Bx
LA
Clelc S THLA

@YAQNKAQAAS.SVAPSGTMS
T

* *

X non conserved
B similar
i >507% conserved

THRHL|ZST@RDKASDAK. . . ..

139
149
150
139
141
149
142
153
164
166
153
154
168
147
136
136



