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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 229823 B9G99 RS03465 WP 086620771.1 .MARGVNKVILIGNLGQDPEVRFLPSGSPVCNLRLATTDTWTDRQSGQRQERTEWHSVVMFNKLAEIAQQYVKKGSRLYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAPYD...EGYGQ...................SQEAYQRPAQ 134
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAPYE...EGYGQ...................SQEAYQRPAQ 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRS..SGGDFGGNQGSGWNQAPAQ............TNYNQGGYSDNYA 144
NTDB id 229823 B9G99 RS03465 WP 086620771.1 EGRLQTRKWQGQDGQDRYSTEIVANDMQMLDSRSGAQGGDFGGQGGGGYGQGGYDQQGGGARQNSPSGGQNQGGYGQGQG 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGR...........AQQGGMPAQGGMN......VPAQQGSWGQPQQ 143
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FDDEDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFNG..GNATR..PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 229823 B9G99 RS03465 WP 086620771.1 NYGQ.SP..QQHQQ..GGQNQGGGAPNPGSFDDFDDEIPF 194
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PAKQ.HQ..P.MQQ..SAPQQYSQPQYNEPPMDFDDDIPF 177
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