
logo ME I FCFL IGVLYAYTYNIYLTIA IPLLFYITPRYP IVMLFF IAGCGFAL IHQWIVSPKGMPDTQVITQAQLEGTIAS IPMQ
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
NTDB id 229450 CA922 RS03410 WP 061638288.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVMFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

H
RPNKTQFHFAI EKINNNPAQGL IQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRHNPGGFNYVRYLAARHIYHWTGYIRYRGNN

NTDB id 1246 GCO85 RS03350 WP 061470007.1 RPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNN 160
NTDB id 229450 CA922 RS03410 WP 061638288.1 RPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIYWTGYIRYGNN 160
NTDB id 1285 ACE17W RS10850 WP 010946363.1 HPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNN 160
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!*!!

logo KL I SNQPSPSFSWLTALREKIGDTALTKLAPNDTETAGI I EALTLNVTHHI SSDHWNLFRRTGTVIHLFGI SGEHIALVSGI FF I
NTDB id 1246 GCO85 RS03350 WP 061470007.1 KLISNQPPSFSWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFI 240
NTDB id 229450 CA922 RS03410 WP 061638288.1 KLISNQPSSFSWLALREKIGDTLTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFI 240
NTDB id 1285 ACE17W RS10850 WP 010946363.1 KLISNQPPSFSWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFI 240
consensus !!!!!!!*!!!!!*!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo VI
MRWIWSMI SNYRCCLFLPAHNTIAS IGGLLAALPYAFLAGFEPPVQRAL IGCVLYTIYAIGKQRFTPWQIWRYALFLVLC I E

NTDB id 1246 GCO85 RS03350 WP 061470007.1 VIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
NTDB id 229450 CA922 RS03410 WP 061638288.1 VMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
NTDB id 1285 ACE17W RS10850 WP 010946363.1 VMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
consensus !*!!!!!**!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PHAAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTALQLSCL IGLMPLTLHWYSYGS INGFLANLFSAIPLVSFL IVPLAL
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLAL 400
NTDB id 229450 CA922 RS03410 WP 061638288.1 PHAAFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL 400
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL 400
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo MTMITSPLFHWSWI LMEKPLAWLVALLLQGLTYVEQIAGINITWS ITSVTMMLAMTAGLFLRVLLPVKPFKHLAI LW I I LPL
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MTMITSPLHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
NTDB id 229450 CA922 RS03410 WP 061638288.1 MTMITSPFHWSWILMEPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
consensus !!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo FPPRTAIYPGEAL INI LDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAI IPFFRS IG IKTIDKIV I SHPDKDHKGG
NTDB id 1246 GCO85 RS03350 WP 061470007.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
NTDB id 229450 CA922 RS03410 WP 061638288.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
NTDB id 1285 ACE17W RS10850 WP 010946363.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LNSLEKEMQKI
VNQL IVNDPYFYKRGSNCHSYPQWQWDGVSFRFFLP IKRESFTNKKNNNSC I LQVSNSAGRVLLTGDI EKAAEE

NTDB id 1246 GCO85 RS03350 WP 061470007.1 LNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
NTDB id 229450 CA922 RS03410 WP 061638288.1 LNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFFPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
consensus !!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YLVRNYGSQLASE I LVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLDGITFFRTDECGMAGAIKL
NTDB id 1246 GCO85 RS03350 WP 061470007.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKL 720
NTDB id 229450 CA922 RS03410 WP 061638288.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAGIKL 720
NTDB id 1285 ACE17W RS10850 WP 010946363.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKL 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!

logo PASGQKVIHNRKPSTCMQANV
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PASGQVHRPSCMQAN 735
NTDB id 229450 CA922 RS03410 WP 061638288.1 PASGKINKPTCMQAV 735
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PASGKINKPTCMQAV 735
consensus !!!!****!*!!!!*
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