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MKSQFLPGYSCGCQHYCGAASYEPLSQDYDYTAYQLHVCGNQCLVKRQKERPSWFDKSMAVYI IAGYHR
NTDB id 1374 NTHI RS02640 WP 011272045.1 ..MNFF........NFRCIHCRGNLHIAKNGLCSGCQKQIKSFPYCG.HCGAEL.QYYAQHCGNCLKQEPSWDKMVIIGH 68
NTDB id 1348 HI 0434 AAC22093.1 .MMNFF........NFRCIHCRGNLHIAKNGLCSGCQKQIKSFPYCG.HCGSEL.QYYAQHCGNCLKQEPSWDKMVIIGH 69
NTDB id 229395 CA925 RS11695 WP 027225187.1 .......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYR 41
NTDB id 1247 GCO85 RS11680 WP 015961431.1 .......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYR 41
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLC.NQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYR 79
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NTDB id 1374 NTHI RS02640 WP 011272045.1 YIEPLSILIHRFKFQNQFWIDRTLARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSRQLSRWLDIPN 148
NTDB id 1348 HI 0434 AAC22093.1 YIEPLSILIQRFKFQNQFWIDRTLARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSQQLSRWLDIPN 149
NTDB id 229395 CA925 RS11695 WP 027225187.1 FEEPLRSLIHQFKYHNGLYLASFLKQLLLNALPK.....SALKPDCLIPVPMYPKRLKRRGFNQAAVLTRLLARQLKIPY 116
NTDB id 1247 GCO85 RS11680 WP 015961431.1 FEEPLRSLIHQFKYHNGLYLASFLKQLLLNALPK.....SALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPY 116
NTDB id 1270 LPP RS11540 WP 015961431.1 FEEPLRSLIHQFKYHNGLYLASFLKQLLLNALPK.....SALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPY 154
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NTDB id 1374 NTHI RS02640 WP 011272045.1 LSNIVKRVKHTYTQRGLSAKDRRQNLKNAFSLVVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA 228
NTDB id 1348 HI 0434 AAC22093.1 LNNIVKRVKHTYTQRGLSAKDRRQNLKNAFSLAVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA 229
NTDB id 229395 CA925 RS11695 WP 027225187.1 DLHYCQKIINTDSQANLDGEQRRKNLRHAFYVS....PVTYEHVMIVDDLLTTGSTANEMAHTLKNAGVKRVDICCCARA 192
NTDB id 1247 GCO85 RS11680 WP 015961431.1 DLYYCQKIINTASQANLDGEQRRKNLRHAFYVP....PVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARA 192
NTDB id 1270 LPP RS11540 WP 015961431.1 DLYYCQKIINTASQANLDGEQRRKNLRHAFYVP....PVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARA 230
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NTDB id 1374 NTHI RS02640 WP 011272045.1 .... 228
NTDB id 1348 HI 0434 AAC22093.1 .... 229
NTDB id 229395 CA925 RS11695 WP 027225187.1 VTKN 196
NTDB id 1247 GCO85 RS11680 WP 015961431.1 VTKN 196
NTDB id 1270 LPP RS11540 WP 015961431.1 VTKN 234
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