
logo MNSKQHKGFTLME I
VLVMSLMLMTTVVLMLVDEQQLKTRDL INHL IWR IHQGSQFYLDQVDEALYI SENRLPLPPSNYHFDIRQRSQK

NTDB id 229352 CA926 RS09985 WP 027229196.1 MNKQKGFTLMEILMSLMLMTTVVLMLVEQQLKTRDLINHLIWRIHGSQFLDQVDEALYISENRLPLPPSNYHFDIRQSQK 80
NTDB id 1267 GCO85 RS10220 WP 027220533.1 MSKHKGFTLMEVLVSLMLMTTVVLMLVEQQLKTRDLINHLIWRIQGSQYLDQVDEALYISENRLPLPPSNYHFDIRRSQK 80
NTDB id 1281 LPP RS09975 WP 011214248.1 MSKHKGFTLMEVLMSLMLMTTVVLMLVDQQLKTRDLINHLIWRIQGSQYLDQVDEALYISENRLPLPPSNYHFDIRRSQK 80
consensus !*!*!!!!!!!*!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo KI I LNVTWFKKNSQS I IRSYDLDGVAN
NTDB id 229352 CA926 RS09985 WP 027229196.1 KIILNVTWFKKNQSIIRSYDLDVN 104
NTDB id 1267 GCO85 RS10220 WP 027220533.1 KIILNVTWFKKSQSIIRSYDLGAN 104
NTDB id 1281 LPP RS09975 WP 011214248.1 KIILNVTWFKKSQSIIRSYDLGAN 104
consensus !!!!!!!!!!!*!!!!!!!!!**!

X non conserved

X similar

X ≥ 50% conserved


