
logo MLKS IG IKYQLR ITTL IPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGL INASTINP
NTDB id 229347 CA926 RS09430 WP 028379420.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EVKALAFYNADGRL IAYRGGKHS IHKPFNPPDFYTGDYI ESKQINPFTINF IAP ITIPKFNLYSSTEFKELSTPKI FQADD
NTDB id 229347 CA926 RS09430 WP 028379420.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDFTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LGWLS IDIDTQSLL IKRYQML IVTI F ITLFGLLMGLTIHYFLSKR IYMP IARLRRSMKQI LSNEFETE IRVSSPGELGI
NTDB id 229347 CA926 RS09430 WP 028379420.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I EKGCAHLQRQYLNTVRDLNHHI E IATADLQQSLELLEEKNI ELSLEKKKTEEKSRQKSEF IANMSHE IRTPMNGVIGFT
NTDB id 229347 CA926 RS09430 WP 028379420.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NVLLESKLDPLQLDYVKTIKSSAQDLLS I INDI LDFSKIDAGKLNLDC IPLDIRGC IDEVLSLASPNAHKKGIDL IP ITD
NTDB id 229347 CA926 RS09430 WP 028379420.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
NTDB id 1263 GCO85 RS09730 WP 080450539.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo INVPKMVLGDPLR IKQI I SNLVTNAVKFTDHGYVL IRTKI EQETDKDYTLLFAIATDTGIG I SPEDQTKLFTAFNQADTS I
NTDB id 229347 CA926 RS09430 WP 028379420.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAITDTGIGISPEDQTKLFTAFNQADTSI 480
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSI 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo TRRYGGSGLGLVICKKLCEEMHGRI SLTSE INKGSTFSAR IKVEKL IVAYE I EKNQTHRFAHLKI ICFDDNPLHLEAIGNG
NTDB id 229347 CA926 RS09430 WP 028379420.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLIAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo LGFWGI EA IRVDSFNKLSR I
TLTKHKDCKR IAF INVNQGCERQAAEL IAKHKQIPFVL I SKWP INDFAALGARGFLYKP I S I

NTDB id 229347 CA926 RS09430 WP 028379420.1 LGFWGIEAIRVDSFNKLSRTLTKHKDCRIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QKLQDL I ES IANENQI
TEKNTNQELDTLREQLRFLHPDE I

LL IAEDNPVNKMLLTSLLNNNATNITTVDDGEMAVATACEDKKFD
NTDB id 229347 CA926 RS09430 WP 028379420.1 QKLQDLIESIANENQIEKNTNQELDTLREQLRFLHPDLLIAEDNPVNKMLLTSLLNNNTNITTVDDGEMAVAACEDKKFD 720
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFD 720
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!!!!

logo MI LLDLHQMPKLNGLEAAKMIRQKSLMNKHSP IVL ITASSNSDLSS IDMKKSGVDFCFQKP IDEKQLL IQI LR IVDKTKHAA
NTDB id 229347 CA926 RS09430 WP 028379420.1 MILLDLQMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSNDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAA 800
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAA 800
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IDWQLCVQKVSGNQALAEEFLAKF I EELYKNREEF I EQLMHQKNVKGLADLAHKLHGACCFCGVP I
TLQKRVASQLEKLARRT

NTDB id 229347 CA926 RS09430 WP 028379420.1 IDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIQLMHQKNVKGLADLAHKLHGACCFCGVPTLQKRVSQLEKLARRT 880
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARRT 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!

logo ANADNLASEAFTDL IQS IDAVI SEYENQYSQ
NTDB id 229347 CA926 RS09430 WP 028379420.1 ANADNLSEAFTDLIQSIDAVISEYENQYSQ 910
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ANADNLAEAFTDLIQSIDAVISEYENQYSQ 910
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!
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