
logo MNSKQHKGFTLMEVLVMSLMLMTTVVLMLVDEQRQLKTRDL INHL IWR IHQGSQFYLDQVDEALYIGSENRLPLPPSNYHFDIRQRSQK
NTDB id 229226 CA931 RS10350 WP 027222173.1 MNKQKGFTLMEVLMSLMLMTTVVLMLVEQRLKTRDLINHLIWRIHGSQFLDQVDEALYIGENRLPLPPSNYHFDIRQSQK 80
NTDB id 1281 LPP RS09975 WP 011214248.1 MSKHKGFTLMEVLMSLMLMTTVVLMLVDQQLKTRDLINHLIWRIQGSQYLDQVDEALYISENRLPLPPSNYHFDIRRSQK 80
NTDB id 1267 GCO85 RS10220 WP 027220533.1 MSKHKGFTLMEVLVSLMLMTTVVLMLVEQQLKTRDLINHLIWRIQGSQYLDQVDEALYISENRLPLPPSNYHFDIRRSQK 80
consensus !*!*!!!!!!!!!*!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!*!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!

logo KI I LNVTWFKKSQS I IRSYNDLDGAN
NTDB id 229226 CA931 RS10350 WP 027222173.1 KIILNVTWFKKSQSIIRSYNLDAN 104
NTDB id 1281 LPP RS09975 WP 011214248.1 KIILNVTWFKKSQSIIRSYDLGAN 104
NTDB id 1267 GCO85 RS10220 WP 027220533.1 KIILNVTWFKKSQSIIRSYDLGAN 104
consensus !!!!!!!!!!!!!!!!!!!*!*!!

X non conserved
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X ≥ 50% conserved


