
logo MTEKPQL INCSFPNEATSLYI
MAYMPFVKGGGLF IRTQHVYPSLGQSLELSVKLLNENEPYLVATGKVIVW ITPKGAQGNKPPGV

NTDB id 229212 CA931 RS07215 WP 027221582.1 MTEKPQLINCSFPNEATLYIAYMPFVKGGGLFIRTQHVYPLGQSLELSVKLLNENEPYLVAGKVVWITPKGAQGNKPPGV 80
NTDB id 1275 LPP RS06810 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGV 80
NTDB id 1261 GCO85 RS07110 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGV 80
consensus !!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!

logo GVIQFTGENSRYLCNKI ETYLAGMLKSCQVTDTI
NTDB id 229212 CA931 RS07215 WP 027221582.1 GVQFTGENSRYLCNKIETYLAGMLKSCQVTDTI 113
NTDB id 1275 LPP RS06810 WP 025519545.1 GIQFTGENSRYLCNKIETYLAGMLKSCQVTDTI 113
NTDB id 1261 GCO85 RS07110 WP 025519545.1 GIQFTGENSRYLCNKIETYLAGMLKSCQVTDTI 113
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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X ≥ 50% conserved


