
logo MTE INLLPWREQKREQEKKLFTTMLL IG I I IVAAAIVFLMNSYVSHL I SNQTNQRNQI LQKE ITALDEQIKE IKALKQIREG
NTDB id 229206 CA931 RS04945 WP 027221265.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIVAAAIVFLMNSYVSHLISNQTQRNQILQKEITALDEQIKEIKALKQIREG 80
NTDB id 1254 GCO85 RS04840 WP 011213354.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLISNQTNRNQILQKEITALDEQIKEIKALKQIREG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo L I SRMS IVQNLQSTRTLMVHLFDEL IKITPPGI
VYITKMQREHDVVTLWGYSESNTS I S I LMRNI EANVWIQNSPVLTE IKK

NTDB id 229206 CA931 RS04945 WP 027221265.1 LISRMSIVQNLQSTRTLMVHLFDELIKITPPGIYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQSPVLTEIKK 160
NTDB id 1254 GCO85 RS04840 WP 011213354.1 LISRMSIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo

I
NVEKKQSPNNEFKLSFVLKPKY

NTDB id 229206 CA931 RS04945 WP 027221265.1 IVEKKQSPNNEFKLSFVLKPKY 182
NTDB id 1254 GCO85 RS04840 WP 011213354.1 NVEKKQSPNNEFKLSFVLKPKY 182
consensus !!!!!!!!!!!!!!!!!!!!!
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