
logo MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLR IRPLKIG IMSDI LQHAEKAEQVGI
VSKSKLREAVVL

NTDB id 229198 CA931 RS00700 WP 027223240.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGISKSKLREAVVL 80
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo FTRRLDYLACLKAREVR IDLHQGNPVAEVTEEEAEHNASMKIKKRVEKSVKNARKQVNSAGKAVAVNTHSHYVNNQPQSTI
VSS IVKP I

MNS
NTDB id 229198 CA931 RS00700 WP 027223240.1 FTRRLDYLACLKAREVRIDLQGNPVAEVTEEEAEHASMKIKKRVEKSVKNARKQVSGKVVTHSHVNNQQSTISSIKPINS 160
NTDB id 1286 LPP RS00740 WP 011212783.1 FTRRLDYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPMNS 160
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! *! !!*!!!!*!!*!!*!!*!!

logo

F
IDSHPEPLVLP I

VYPLRSSATYATSQNTVAMQSAKPSPSSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDEKKETATE
NTDB id 229198 CA931 RS00700 WP 027223240.1 IDSHPEPVLPVYPLRSSAYTSQNTAMQSAKPSSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEEKKETAE 230
NTDB id 1286 LPP RS00740 WP 011212783.1 FDSHPEPLLPIYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus !!!!!!*!!*!!!!!! ! !!! !!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !
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