
logo

MKSMMRKHKALPMYLNVKAMKNNQRSM
K
A
M
S
V
Q
R

C
T

Q
R
KGFSTL I ELMIVAIVAVI LVIGVI LVAAIALIPQAYTQNDYVTAIKVKRSANQTARAIVSVAGTASVEAGFLEKSTAMAELNTAIADSTGQPSAGMLAQKI

A
L
T
D
G
L
T
N
A
L
F
I
V
G
V
S
E
A
D
E
W
N
Q
T
Y

R
S
I
A
L
I
A
D
I
S
N
T
D
R
A
N
E
Q
N
G
H
K
T
A
S
D
T
F
L
L
V
P
N
S
A
A
G
N
V
L
T
A
V
Q
T
P
S
A
D
L
T
A
S
G

D
L
V
T
E
P
G
A
S
A
Y
G

NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFE.QAINEGKTPSLTSTDEG 73
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFE.QAISEGHTPSLVSSLPG 75
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV....GS 76
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 229181 CA934 RS09965 WP 028378743.1 .........MRTKGFTLIELMIVAAILGILVAIAIPAYQDYTIRARVVEGLEMASAAKLAVVETSLIDNTLPANQADTGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus **!!*!!!!!!!*!**!*!*!!!*!*!**!**** * *** * ** * * ***** ** * ***
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 GF....T...RLGTVEDMGDGKIVIAPTASGALGGTIKYTFD...AGVVSSSKIQLAR.............DANGLWTCS 134
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GF....T...RLGTVEDMGDGKIVIAPTASGALGGTIKYTFD...AGVVSSSKIQLAR.............DANGLWTCS 134
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GF....T...RLGTVEDMGDGKIVIAPTASGALGGTIKYTFD...AGVVSSSKIQLAR.............DANGLWTCS 134
NTDB id 1197 PSJM300 03940 AFN76866.1 YI.....GITDSTSYCDV.........DLDTAADGHIECTAKGGNAGKFDGKTITLNRTAD.............GEWSCA 126
NTDB id 1204 PSJM300 03935 AFN76865.1 FI.....GIGASTNYCTV.........TLIATATGSITCTTQNGMPDRFNGKTITIARTTD.............GLWDCT 128
NTDB id 1191 AAC28468.1 484..945( ) NV........IFDSANGLDGKYFAPGGVTVTPDTGAINIAFD...AGANAGKTMTITPTVI.......AASGQISTWTCA 136
NTDB id 1424 RS RS02795 WP 011000517.1 S.........VFTPTKNV..ANLTIAGT..GTVPGQIT.VTY...TTAAGGGTLALVPTAAGTALPVSSAPSGPIMWTCY 139
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNV..ATATCG....ASSAGQIIVTMD...TTKAKGANITLTPTYA..........SGAVTWKCT 133
NTDB id 229181 CA934 RS09965 WP 028378743.1 T.........SPAPTINV..ASIAIG....N..QGIIT.ITY...TANAGNGTITMVPTLD........ATGRILTWDCT 122
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPNV..ASIAIG....A..NGVIT.ITY...TAAAGGGTIVMTPTLQ........ANGD.VTWTCT 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPNV..QSIAIG....A..NGVIT.ITY...TAAAGGGTIIMTPTLQ........ANGD.VTWTCT 121
consensus * * * * ** * ! ! * * * ** * ** !*!*
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 TT................VTSEIAPKGCTAGATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 TT................VTSEIAPKGCTAGATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 TT................VTSEIAPKGCTAGATIN 153
NTDB id 1197 PSJM300 03940 AFN76866.1 ST................LDAKYKPGKCS...... 139
NTDB id 1204 PSJM300 03935 AFN76865.1 SD................LDSRYKPGKCL...... 141
NTDB id 1191 AAC28468.1 484..945( ) PGAANG............IETRRLPTSCQ*..... 153
NTDB id 1424 RS RS02795 WP 011000517.1 AQNKAQAASSVAPSGTMSLAAKYAPAECR...... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TT................SDKKYVPSECRG..... 147
NTDB id 229181 CA934 RS09965 WP 028378743.1 GG...............TLLGKYRPAYCRP..... 137
NTDB id 1274 LPP RS09530 WP 011214168.1 GG...............TLLAKYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 GG...............TLLAKYRPASCRP..... 136
consensus * * ** !* !
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