
logo MI
TIKNYNQI

T
L
P I LDGFVCFGNSLCRTFSFLSTASAENFRKSLLMTAGLLVLLLSASCSGDNSDLVKYINEVKSRPGRP I EP IPKFAPLP I FRFP

NTDB id 229166 CA934 RS05060 WP 027221267.1 MTIKYNQIPILDVCGNSLRTSFSAANFRKSLLMGLLVLLLSSCSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFP 80
NTDB id 1256 GCO85 RS04850 WP 011213356.1 MIIKNNQTLILGFFGNSLCTFLTSENFRKSLLTALLVLLLSACSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFP 80
consensus ! !! !! *!! *!!!!*! * !!!!!!! *!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ENDDNRRNPFKP IDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNE IWAL IKRQPDGQI SRVRVGDYMGQNYGR I IV
NTDB id 229166 CA934 RS05060 WP 027221267.1 ENDNRRNPFKPIDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIKQPDGQISRVRVGDYMGQNYGRIV 160
NTDB id 1256 GCO85 RS04850 WP 011213356.1 ENDDRRNPFKPIDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIRQPDGQISRVRVGDYMGQNYGRII 160
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*

logo L IKNDL IKLEETVQKSGTWEKQSTTINLDTGKQE
NTDB id 229166 CA934 RS05060 WP 027221267.1 LIKNDLIKLEETVQKSGTWEKQSTTINLDTGKQE 194
NTDB id 1256 GCO85 RS04850 WP 011213356.1 LIKNDLIKLEETVQKSGTWEKQSTTINLDTGKQE 194
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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