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MVLLYQFLLRYKDFLTQWKLYI I SAVVL IMVL IGF I FWRQDDYTSRNFENKDNTALKQSTSENNSSLSKLVEDVQVKDGDNSK
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 229162 CA934 RS04435 WP 027221169.1 ................................................................................ 0
NTDB id 1272 LPP RS04360 WP 010946546.1 ................................................................................ 0
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ................................................................................ 0
NTDB id 1362 HI 1008 AAC22669.1 ................................................................................ 0
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ................................................................................ 0
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ................................................................................ 0
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NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVKN 160
NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVKN 160
NTDB id 229162 CA934 RS04435 WP 027221169.1 ......................MKARLIAIFLSFI....VIPLSSHAENEPQK..............IP...A......K 31
NTDB id 1272 LPP RS04360 WP 010946546.1 ......................MKARLIAILLSFI....VIPFSSQAENEPQK..............TP...A......K 31
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ......................MKARLIAILLSFI....VIPFSSQAENEPQK..............TP...A......K 31
NTDB id 1362 HI 1008 AAC22669.1 ..........................MKTLFTSVVLCGALVVSSSFAEEKATXQTAQ.....SVVTTQAEAQV......A 43
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ....................MQIKTKIVTLFLSLCL..PTLPLLANAEET.................APAAQV......E 35
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ....................MQIKTKIVTLFLSLCL..PTLPLLANAEET.................APAAQV......E 35
consensus ** *** * ** * ** **** * *
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KGVIGALQKAKRKANQEAI IVQDEAYRNEKAQNNQHQGNAPGFXQTKNEHSALIDEQEDLLKTAKNEVQKGFIGKESQKARFTLFVERDNKLNAKRDASEYKRFIL ILTKFILE I FV IN

NTDB id 20 SA RS08005 WP 001802022.1 GNTNNTKVNLNTASVSELM.SVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI..... 228
NTDB id 36 MW RS08230 WP 001793467.1 GNTNNTKVNLNTASVSELM.SVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI..... 228
NTDB id 229162 CA934 RS04435 WP 027221169.1 QVIVKGKINLNTADVNSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1272 LPP RS04360 WP 010946546.1 QVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 QVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1362 HI 1008 AAC22669.1 PAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 .EGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 .EGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
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