
logo ME I FCFLTIG I
VLYAYTYNIYLTLIAVIPLLFYITPRYP IVLFFLIAGW

CGFAL IHQWIVSPKRGMPDTQVITQAQLEGTIAS IPMQ
NTDB id 229159 CA934 RS03445 WP 106224869.1 MEIFCFLTGILYAYTYNIYLTLAVPLLFYITPRYPIVLFFLAGWGFALIHQWIVSPKRMPDTQVITQAQLEGTIASIPMQ 80
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
consensus !!!!!!!*!*!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo

H
RPNKTQFHFAI EKINNKNPAQGL IQLTNWYNKPPAVLRAGQRWQLSVKLKKPRNFHRNPGGFNYVRYLATARHIHWATGYIRYRGNN

NTDB id 229159 CA934 RS03445 WP 106224869.1 RPNKTQFHFAIEKINNKPAQGLIQLTWYNKPPALRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLATRHIHWAGYIRYGNN 160
NTDB id 1285 ACE17W RS10850 WP 010946363.1 HPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNN 160
NTDB id 1246 GCO85 RS03350 WP 061470007.1 RPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNN 160
consensus *!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!*!!!!!*!!

logo KL I SNHQPSPTSFSWLATVLREKIAGDALTKLAPNDTETAGI I EALTI
LNI

VTHHI SPSEDHWNLFRRTGTI
VHLFGI SGEHIALVSGVI FF I

NTDB id 229159 CA934 RS03445 WP 106224869.1 KLISNHPSTFSWLTVREKIADALTKLAPDTETAGIIEALTINITHHISPEHWNLFRRTGTVHLFGISGEHIALVSGVFFI 240
NTDB id 1285 ACE17W RS10850 WP 010946363.1 KLISNQPPSFSWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFI 240
NTDB id 1246 GCO85 RS03350 WP 061470007.1 KLISNQPPSFSWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFI 240
consensus !!!!!*!**!!!!**!!!!*!!!!!!!!*!!!!!!!!!!!*!*!!!!!**!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!

logo VMIRWLIWS IMNSYRCCLFLPAHNTIAS IGGLLAALPYAFLAGFEPPVQRAL IGCVLYTIYAIGKQRFSTPWQIWRYALFLVLC I E
NTDB id 229159 CA934 RS03445 WP 106224869.1 VIRWLWSMSYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFSPWQIWRYALFLVLCIE 320
NTDB id 1285 ACE17W RS10850 WP 010946363.1 VMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
NTDB id 1246 GCO85 RS03350 WP 061470007.1 VIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
consensus !*!!*!!**!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTALQLSCL IGLMPLTLHWYSYGS INGFLANLFSAIPLVSFL IVPLAL
NTDB id 229159 CA934 RS03445 WP 106224869.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL 400
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL 400
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLAL 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo MTMIMTSSPLFDHWSWI LMKPLAVWFLVALLLKQGLTYVEQIAGINITLWS ITSVTMMLAMTAGLFLRVLLPVKPFKHLAI LW I I ILPL
NTDB id 229159 CA934 RS03445 WP 106224869.1 MTMIMSSFDWSWILMKPLAVFVALLLKGLTYVEQIAGINITLSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIIIPL 480
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MTMITSPLHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
consensus !!!!*!***!!!!!!!!!!**!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!



logo FPPHRTAIYQPGEAL INI LDVGQGLAVAIQTQHHVLLYDTGDSFYFQGSDLGQMAI IPFFRSSIG IKTIDNKIV I SHPDKDHKGG
NTDB id 229159 CA934 RS03445 WP 106224869.1 FPPHTAIYQGEALINILDVGQGLAVAIQTQHHVLLYDTGDSFFQGSDLGQMAIIPFFRSSGIKTIDNIVISHPDKDHKGG 560
NTDB id 1285 ACE17W RS10850 WP 010946363.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
NTDB id 1246 GCO85 RS03350 WP 061470007.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
consensus !!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!

logo LNS ILEKEMKQI
VNQL IVNDPHYFYKRGSNCHSYPQWQWDGVSFRFLP IKRESFNTKKNNNSC I LQVSNSTAGRVLLTGDI EKAAEDE

NTDB id 229159 CA934 RS03445 WP 106224869.1 LNSIEKEMQVNQLIVNDPHFYKRGSNCHSYPQWQWDGVSFRFLPIRESFTKKNNNSCILQVSNSTGRVLLTGDIEKAAED 640
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
consensus !!!*!!!!**!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*

logo YL IVRNYGSQLASE I LVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPDHSKTLQSMKTLDGITFFRTDECGMAEAIKL
NTDB id 229159 CA934 RS03445 WP 106224869.1 YLIRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPDSKTLQSMKTLGITFFRTDECGMAEIKL 720
NTDB id 1285 ACE17W RS10850 WP 010946363.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKL 720
NTDB id 1246 GCO85 RS03350 WP 061470007.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKL 720
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!*!!!

logo PASGQKVIHNRKPSTCMQAENV
NTDB id 229159 CA934 RS03445 WP 106224869.1 PASGKINKPTCMQAE 735
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PASGKINKPTCMQAV 735
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PASGQVHRPSCMQAN 735
consensus !!!!****!*!!!!
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