logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

Ll I i LAY FTAVER e ORIV o

WP IAESMWTDDQWIMA VERIGIIDILVAAAAGSGKTAVLVER I KIPMEENP DVDRLLVVTFTNABAWNEMK RI EALE
N LSy SIyW TDD QWIYA VST QDILVAAAAGSGKTAVLVER I KIpWNEENP DVDRLLVVTETNANA AEMKHRI EALE
**II I T T I

BE LR e A PR AT s Bt L

GSQH R QLSLLN ASIST HSFCLQV GYYY D DPBIFRIANQTEN Ii{ EVLD |#E EY MADMGIFFELVD
PGSIMH R QLSLLN ASIST HSFCLQV J&YYY D DPG RI EG & EVLD JE EY KG EKAFFELVD

| | III ll* k11 Pkx Ixllx [

RW@DR ) DlQE AL &k\/EM)VEEKsA ol i A Mm o

RYT DR DNDLQI H R HPNPEKW KL (NIE L IWlY DMKF QM ET EQ REWAT AML
RYT DREIDIRDLQIY SHPNPEL SF HL AIE IRPEY Q)4 AMV L L TKA
E R
R

[ o sk | % !!! I* Pk |k I* ||* !!!
P TLQA Aln GTSS-R QTL NlD KQVDS|mst

PR NFLDD AQ EIRIQ.HQBD KRA DPARBBDEATDI®:# I3

!! [N

* 1 k% % ** * | ] ! Pookx ko %% L1 !

il il ekl DF i l Eﬁ%Nsw B FE\/WDYQ

Kv

K
K

E
V
E

'—F*P

A\EWQRDVA%&DR% Al RVQN\/S FMVK BRI EWB

§E§Ftﬁ

H

EDLI S
L
Y

MjIPV EK VARYK V! Q K4 'DF DLEH CLMNIL &N - INGENKP SEAYA LQ
A M PV EWLVQLV)S GK Q K DF DLEH CLJI AEN ERE S|E AL

*I*II*I rrrr k1 okl Ikl 11 1Ixl1 ||*

Wit T ——— TNMKQ!MDY

KF\ay MINGNLFMVGDVKQSIYRFRLAEP{EL LGKYKRFTQE IRG G KIDL KNFRSRjs| LEX§TNF FKQ MG3¥ GE DY
QLY TSGP IMVGNLFMVGDVKQSIYRFRLAEPIRL LSKYKRFTES E G KIDLNKNFRSR LPNTNEF FKQ MGEY GE DY

[ * | (O O R I A e A R A A e N R | [ T B B N O Y I | Pl Ixl] x 1 1%l

PR A1 B Rt Lt QLE e e s R u
ﬁ%iﬁiéﬁ Ny M I?'éiéil l“E;]% S SH GIKK e oV

rrrrrn II* * % III*I I x % Ik Ixl Il* * | I* kx |kxkx III kxk lxksk ! 111 III

I
I

85
82

170
166

254
251

339
335

424
420

509
505

594
589



logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

logo

NTDB id 22912 BC RS05695 WP 000572298.1
NTDB id 119 BSU 10630 NP 388944.2
consensus

BN QL EEL Rt Vs A RV NP PLASILRS Vgl srReMont By
RSMPWAPQIMEEL [MQGIPVYAWLIY GYFEAWEVIY I VI VIDNPRIQDIPLAJ\VLRSPIVGIRS |XELJWE AHGSS YENM
ANTVAIAISLYSADINSLEL‘N P YE

PELLEEL s DL 1 % ok ok b ok LULL LU EEE LR EEl % LL kb ok | hskkkl D |

............................ V\_YDRARQYWXFR

SSEKGE P|RAEE QIN8H DI E WIEYN €W R VLYDRARQYERTNFRG
KDRA ..RSD (K LINNE Y{easIL QW RE VLYDRARQYESTE\FRG
U S e e e e e A e rrrrrrnnnd P

B AL S Bl

LFRFLRFIER |BERGDD GTARAL{EEQEDVVR MTIHINSKG PVVFVAGLGRIIFNpNNDLUIKIN LLIIK IIGFG (o] RKJRIK
LFRFLRFIER [NERGDD GTARALBEQEDVVR MTIHFSKG PVVFVAGLGRIYFNUWIDLIYKE] LL K JMGFG |4 IfP[a}8R IR
] 110 [l [ ]

rrnd Dokl lxlk L1lx %11

Vsl AR s

N A K KM |UEL JAEE RVLYVALTRAKEKLMLIG KD K3 [aKkw)WyN:3R: WLLP \WIRINAJEYLD I PELMRH
FTLEM A XK KM WEL BEE RVLYVALTRAKEKLIJLIG OKDE KN Mxw[¥SIW wLLp NrpgNAld YLD I PRLIRH
* 11 Lo

Dk Lk kD bkl Ik D0k LIxb DDLU LTDEITETT D1 bak] Dkl KAk LD gk L L kDT Lklkl 1 L1

ggggg o VBRI o e s et

IM TSHKVE GNTIREAPE . . PVQINANQINLINY A EK K LQSERK|ZEVYBRIHM|NUK EBANS
IS[EHPARBAVIQMEHSYDIRED RMIARYSIHRIBN YR GEP\AEGSFAFDIRZK AREQIRS| TP HQEVENQ
* * 1|

'l Pooskokoskokk kD Dk U okokok PE oskokokokk LD T T * 1 ! [T

HVAIMVIYS
AFCEABIFEIN Y QSIEHG . . SDNEFIHKLRA

H PRK TR
BNKQSV EIKRISHRNE EﬁEGRAPVKPADGS YRIAFHA
k1oL hrxrrnd Ik okok *x ok * % [

R o et el A sasgtr Ly
0 RSl Brm o A nr or Agafelvmolase s fvoe oo H

TIREQW BINIE
TREQRK PINIE
PT okk D lskkoaok | kbR DL ok DLkl Ldok T L Lkl ok % *kDkklDLIxD1 Lk |

LT %

TNl

£
T

-l

s Baaosiab o LR el G mseeny 8 |

E
E
M

KKGLTMAE GTA HIAVMQH LId |3 VLQEQEEGHEV NEIR
KKGLTIAE GTA HWVMQH BLEE B  ElINlg [ eoKEL
PULD kDD IRT DED kok T skokokokok |

) YEED YR

EDG WL D K DI
EDG ML D K DRI
]

sk ITxlxlxl

FM
FM
o k% ok 111

679
674

764
757

849
842

934
927

1017
1009

1100
1094

1185
1178



g {BR el

NTDB id 22912 BC RS05695 WP 000572298.1 [:He)Q3P GFE EDIAYK
NTDB id 119 BSU 10630 NP 388944.2 EGKF GFE KKE

consensus PED bk DL !!! 1 1 %

§WTKAVE il oy il

LY BKSLQHP c N 1241
LY QIAK TH.. 1232
! !

,l*! *ox || **llll!l l** * %k %

X non conserved
B similar
>50% conserved



