
logo MKNL IKKFTIAVIVLS I LY I SYTTYI SMNGI I IGTKI
V
H
QKNDKSQFMVI EE I SEKSSYGQFVGLRQGDI I LKINEKEKPSDKHL

NTDB id 228793 B9N48 RS15855 WP 086344258.1 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKVQKNDKSQFVIEEISKSSYGQFVGLRQGDIILKINEEKPSDKHL 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!

logo KWGYLSHINSLDI LRXSXGXHKKS ILHLKDFDLVTLNRPSYSFFLFVLPLFVFYFLS I IC I FY I FLKVNKKRRSFAAYI L I LLLLDI S I
NTDB id 228793 B9N48 RS15855 WP 086344258.1 KWGYLSHINSLDILXXXHSLHLKDFDLVTLNRSYSFFLFVLPLVFYFLSIICIFYIFKVNKKRRSFAAYILILLLLDISI 160
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus !!!!!!!!!!!!!!**** *!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo AYI SAGGPFRGHI INRYINLFTF I SSP I LYLQF IQRTYLGE IGKTFLNR I SFLYI IP I FNLGI EFFQDYLQVDIDFLATLVN
NTDB id 228793 B9N48 RS15855 WP 086344258.1 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQTYLGEIGKTFLNRISFLYIIPIFNLGIEFFQDYLQVDIDFLATVN 240
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLN 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo LVSFAI
TLTLFSFSAIYFLHLNKYKYAEHSF I LKLL I LTNTLSFAPFL I FFVLP I I FTGNYI FPALASASLLVL IPFGLVYQ

NTDB id 228793 B9N48 RS15855 WP 086344258.1 LVSFAILTLFSFSAIYFHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQ 320
NTDB id 91 BSU 31690 NP 391047.2 LVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQ 320
consensus !!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FVANKMFDI EF I LGRMRYYALLAMIPTLL IVGALVLFDVMDE IQMNPLVRQTVFFFVVMFAVFYFKEVI
MDFKFRLKRFSEKF

NTDB id 228793 B9N48 RS15855 WP 086344258.1 FVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMEIQMNPLRQTVFFFVVMFAVFYFKEVIDFKFRLKRFSEKF 400
NTDB id 91 BSU 31690 NP 391047.2 FVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKF 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo NYQDS I FKYTQLMRGVTSLQQVFKELKKNTI LDVLHLVSKAYTFEVTPDHKVI FLDKHE I
V
E
GPDEWHNFLYKQEEFENVTSE IGKI I

NTDB id 228793 B9N48 RS15855 WP 086344258.1 NYQDSIFKYTQLMRGVTSLQQVFKELKKTILDVLHVSKAYTFEVTPDHKVIFLDKHEIEPEWHLYKEEFENVTSEIGKII 480
NTDB id 91 BSU 31690 NP 391047.2 NYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKII 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!* !*!* ! !!!!!!!!!!!!!!

logo EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDE I SWLKTLSFYTSVSMENVLHI EELMEHLKDLKQEGTNP IWLKKLM
NTDB id 228793 B9N48 RS15855 WP 086344258.1 EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLM 560
NTDB id 91 BSU 31690 NP 391047.2 EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLM 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo FAI EEKQRSGLARDLHDSVLQDL I SLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVI SMTRETCHELRPQLLYD
NTDB id 228793 B9N48 RS15855 WP 086344258.1 FAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYD 640
NTDB id 91 BSU 31690 NP 391047.2 FAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYD 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYR I IQEFLSNAVKHSQATDVL IML I S IQNKIVLHYEDDG
NTDB id 228793 B9N48 RS15855 WP 086344258.1 LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDG 720
NTDB id 91 BSU 31690 NP 391047.2 LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDG 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VGFDQEKNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKGFKADI E I EL
NTDB id 228793 B9N48 RS15855 WP 086344258.1 VGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
NTDB id 91 BSU 31690 NP 391047.2 VGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


