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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQQ 80
NTDB id 228602 CAY62 RS09655 WP 086367256.1 ..MKQGFVTVVMTLA.ML.LT..........PLA....................YAAKDKYEDIEIVVNINKANAEELDK 46
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLC.LPTLP..........LLAN...............AEETAPAAQVEEGIVITVNINTASAEELAT 54
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLC.LPTLP..........LLAN...............AEETAPAAQVEEGIVITVNINTASAEELAT 54
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLC.LLILA..........PMSW...............AE.TKTKADKYEGIEITVNVNSATAQEIAT 46
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLC.LVVFA..........PLSL...............AA..DTKADKYEGIEITVNINTASAEEIAT 45
consensus ** * **!* * * ** * * * *** **!!*!*!*!*!***
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 .LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI 128
NTDB id 228602 CAY62 RS09655 WP 086367256.1 LLVGIGPDKAENIIQYRKQNGKFATADDLAKVKGIGPSTVEKNRDRIEL 95
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 LLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 LLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL 103
NTDB id 1395 DSB67 RS04445 WP 010649155.1 LLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL 95
NTDB id 1294 VP RS04495 WP 021449594.1 MLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL 94
consensus *! !*! *!!* !**!! !*! * *!!* !!!!!******! *!***

X non conserved

X similar

X ≥ 50% conserved


