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NTDB id 228586 CAY59 RS19790 WP 253820190.1 .......MTPHLKMAAQGATLTGVNVPIGNKIYRWNLSPIRVDGDISGIIVQGQDITTLIEAEKQSNIARREAEKSAQAR 73
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NTDB id 228586 CAY59 RS19790 WP 253820190.1 TLENIYRPICTNKGVELVIENELDPNVEIFTDQVRLNQILFNLVSNAVKFTPTGSIRLHAELEQFYGAENSVLVVELTDT 233
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NTDB id 228586 CAY59 RS19790 WP 253820190.1 GIGIESDKLDQMFEPFVQEEATTTREYGGSGLGLTIVKNLVDMLEGDVQVRSSKGVGTTFVITLPVKDRERVLRPLEVSQ 313
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NTDB id 228586 CAY59 RS19790 WP 253820190.1 LRLGTPIYACTADTAKETSDAFMAAGANYVMLKPIKENALHEAFVDFKQRFLVERT... 449
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LHLPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
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