
logo MKRKSI LLTVLSLLGI
L
G
ALVSGACGASTTQGTAVPDTKTDNADQEITKQNDWSAVQEKI

LYAEAKQDMELNSGSSNYDTKRSAI
VKLFYETI LEASRYFPYTGSRYHARQQASQLEDVTAY

NTDB id 228506 CAP31 RS08440 WP 087447135.1 MKRSLL.VLLLIGLVGCGST...PTTNDETKNWSAQKIYAEAKDMLNSGSYDKSIKLFETLEARYPYGRYAQQAQLEVAY 76
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAY 80
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAY 80
consensus !!**!!*!*!***!**!***** ******!**!!**!*!!!!*!*!!!**!****!!*!*!!*!*!**!*!*!*!!**!!

logo AYYKDNDEPKVDSKAVLAACI EDRF IRKRLHPNQHPNVMDYAYLYLKRGLAVNLFTNEDQSLFFLANRKI
LADSQDMWTSEDRDPRKSAANNRSESAFYEQSAFRAELSVTQRFPNS

NTDB id 228506 CAP31 RS08440 WP 087447135.1 AYYKDNEPVSAVAACDRFIKLHPNHPNVDYAYYLKGLANFTEDQSLFARIADQDMTERDPRSANSSFESFRELSTRFPNS 156
NTDB id 1102 NMB RS03635 WP 002244053.1 AYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNS 160
NTDB id 1106 NGFG RS01495 WP 003687645.1 AYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNS 160
consensus !!!!!*!***!*!!**!!**!!!*!!!*!!!*!!*!!**!*!!!!*****!*!!***!!!*********!*!!**!!!!!

logo KYTAPADAI
TARMKVYKLVDALAGW

G
H
NEVMHSVAQRYYYMKRGAYIAAVANRAKQYKAI LIVGHSYPQQNATPRAYNVELEGSLAIMLVERLAYDKAKMLGDTKNPDQRLRADADATLRRV

NTDB id 228506 CAP31 RS08440 WP 087447135.1 KYTPDAIARMKYLVDALAWHEVHVAQYYYKRGAYIAAVNRAQYALVHYPQAPANELGLAIMVRAYDAMGTNDLRDDALRV 236
NTDB id 1102 NMB RS03635 WP 002244053.1 KYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRV 240
NTDB id 1106 NGFG RS01495 WP 003687645.1 KYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRV 240
consensus !!**!!*!!!**!!!!!***!**!!*!!*!!!!!!!!*!!!******!******!**!!!***!!****** !**!**!!

logo LQEKTNFPAKSKPYFVLKNTGHQANPFWDQRPSRDKDKMPWWRFYWEHL
NTDB id 228506 CAP31 RS08440 WP 087447135.1 LQKNFPASKYVNGNFD.RKKPWWRFWEL 263
NTDB id 1102 NMB RS03635 WP 002244053.1 LETNFPKSPFLKQPWRSDDMPWWRYWH. 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 LETNFPKSPFLTHAWQPDDMPWWRYWH. 267
consensus !**!!!*!*** * ***!!!!*!*

X non conserved

X similar

X ≥ 50% conserved


