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NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGI.GWQLGLGWAAVPLLLGAALALLDARPLLAVLALLGG 84
NTDB id 228457 MTAI RS13785 WP 027888179.1 ....................................MIPFALGAGALLGALSQLTPWAFLGLLA..GLGLPQS..........AR 37
NTDB id 1035 TT RS08105 WP 011173974.1 ...............................MRPSWTWGVGLGAGALVAAWGLFAPWAFLGLGLLPFLRLP.............F 41
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NTDB id 1311 DR RS09490 WP 010888489.1 GLGYGSAHLQA.REPDRIAPW...IGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGFDQAAW 165
NTDB id 228457 MTAI RS13785 WP 027888179.1 WLGLGAYALIILHLGLAKDPWDSQIGRWVRIEGTLRGGFLYTP..QGRLYVHHFPNLQDGRYVLEGHLLRPLSKRNPGGFDQQTW 120
NTDB id 1035 TT RS08105 WP 011173974.1 ALGFGLVLARALFFPLPEPPWGAAVEGVF....AVRGGFTRAE..GHLLWVSHYPPLPDGRYRLRGRIAPPQGRTNPGGFDQRAW 120
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NTDB id 1311 DR RS09490 WP 010888489.1 LRSQGGLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDAFARAGLAHLM 250
NTDB id 228457 MTAI RS13785 WP 027888179.1 LHSLGVTAVLRAQQVVH.....YEPLPPDPRQWLQKQLVAGLSPPVAALLAALTLGERRNLGEA........YTEFQQAGLAHTL 192
NTDB id 1035 TT RS08105 WP 011173974.1 LLSRGAKGVLRAESAEP.....LGPLPD.WREGFRERLGAGLSLEAREVVEGLVLGDKGGLETA........YPLFQRAGLAHLL 191
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NTDB id 1311 DR RS09490 WP 010888489.1 ALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGRPDPLGIVALTASACL 335
NTDB id 228457 MTAI RS13785 WP 027888179.1 ALSGLHVAILTGFFVLLLHPL...GRWRYPAALLLLLLYLW.LVGPQPSLVRAVIMAGFVLTGLFIGRGRVAVLPALSLALFVQL 273
NTDB id 1035 TT RS08105 WP 011173974.1 ALSGLHVGVLVGFAVLGLYPL...GRWRYLLALALLPFYLL.LAGPSPSLVRASLMAGLSLLGLFLGLGGAGVVQALGLALFLQL 272
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NTDB id 1311 DR RS09490 WP 010888489.1 LLFPLWLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQLPLVGLPANLLAAPIMAVLVP 420
NTDB id 228457 MTAI RS13785 WP 027888179.1 LLEPRTLFSLSAQLSYLAVLGMALVLP.RLPRLEGWKQWVWSSVSVTLAAQILILPLLLHHFHQLPLVSPIANLLVLPLLSFLVP 357
NTDB id 1035 TT RS08105 WP 011173974.1 LLRPEALLGLGFQLSYLAVLGLALVLP.ALRLPPGPRGYLLGGVAASLAVQAFLLPLLLHRFGFAPLLAPLANLLALPLVALLVP 356
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NTDB id 228457 MTAI RS13785 WP 027888179.1 LGFLKLLVG...GLLAGPIEILGSLVLGLVGWLSNGPLLRWGEIPPVGFALYYLGLLPLLLALYGRLHWEHAAGLAATAALASIL 439
NTDB id 1035 TT RS08105 WP 011173974.1 LGFLKLFLG...ALPAPLVEPLARGLLLLAGLAAQGPLLRWGEIAPPGFALYYLGLLPLLFALHRRLPWRRALLLASLPALVGLL 438
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NTDB id 1311 DR RS09490 WP 010888489.1 PAQLRPARELVFLDVGQGDATLLRVPGL.TMLVDGGGSVGSDYDVGRGTVLPALRALGVRKLDVVVATHADTDHIEGLSSVLRGL 589
NTDB id 228457 MTAI RS13785 WP 027888179.1 .PQHLPRAELWQLDVGQGDATLVRLPGRVEILVDGGRDW......AYPRLEQALRALGVDDLDLLIATHPDGDHVGAQLKVIRNF 517
NTDB id 1035 TT RS08105 WP 011173974.1 .AAWPKPLDLWMLDVGQGDALLARMGG.GEVLVDGGRAE......KGEAVVRALRALGVEALELLVATHPDADHYGGLFRVIEEV 515
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NTDB id 1311 DR RS09490 WP 010888489.1 PVGELWVGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTALWPVGNVWSTADNDNSVALRVEDGPFRAALLGDL 674
NTDB id 228457 MTAI RS13785 WP 027888179.1 PVGALVTGPRVR..GATLDDALHLAARQRGVPVFFARRGSQLTLAGARLRFLGPQGD..EVEDNERSLVFVLEYRSHKILFTGDA 598
NTDB id 1035 TT RS08105 WP 011173974.1 PVGLALLAPGF.....PEDHPLAEALRARGVPVVRAGAGTRLKVGQGEVRVLWPEAL..SGDDNQDGLALLLDFGRGRALLLADL 593
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NTDB id 1311 DR RS09490 WP 010888489.1 PDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGRNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP... 755
NTDB id 228457 MTAI RS13785 WP 027888179.1 PVSVEVRWPTERVDILKVGHHGSESSTGDYLLQHFRPKLALIGVGNNPYGHPSRVVLERLNQYGVQIRRTDIEGAIRIPLP... 679
NTDB id 1035 TT RS08105 WP 011173974.1 PREVEARLPVGEVEALKVSHHGSQSGTSEVLLERTRPRVALIGVGPNPFGHPHPEVLERLERHGAEIRRTDQDGAVRVLFGYAW 677
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