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NTDB id 228455 MTAI RS11870 WP 245392042.1 MVALLARMGQREWAIVAIVAALLLGMMWYFFVTQPLQGRILELQAEVDRLTVERDRGRAAQRALPQLRETIARLDAERQQFLREL 85
NTDB id 1025 TT RS05135 WP 011173434.1 ...MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLRAL 82
consensus ****!!!*!!!!!!**!*! !!!**!!* * ! ! * !*!!!!*!! !! ! !!!! !! !!! ! ! ! !!! !

logo PPRETEQRLAGERVLSESLVALQDTAERAESGVVLVRSTFLSTRSPRGTDNSAQGPVAPENVRATVNLALAQLVEASPFPELTYAVFYLRRSLEDGLQSRFASTLVSGLNLSTLVQSGSSGAA
NTDB id 228455 MTAI RS11870 WP 245392042.1 PPTEQLGRVLSSLAQTARESGVVLRTLSRSPGDNQGVANVRATNLALQVESPFPELYVFLRSLEGLQRFATVSGLNLTLSGSGAA 170
NTDB id 1025 TT RS05135 WP 011173434.1 PREERLAEVLSEVLQDAEASGVVVRSFTRSRT.SAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSVQS.... 162
consensus !* ! !* !!! * ! ! !!!!*!* *!!* * *!* !!! !!!! *! !!!! ! *!! !! ! !! !*!!!!!** ****
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NTDB id 228455 MTAI RS11870 WP 245392042.1 ATEAQATNPIINTSLTMTVYTYTGQGQPSQPGGQP 205
NTDB id 1025 TT RS05135 WP 011173434.1 ....QEANPTLATSLTLTVYVLAQGVEAETGGSTP 193
consensus ****! !! * !!!!*!!! * *! !
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