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NTDB id 228444 MTAI RS04375 WP 027887148.1 LNAGLPIVQALAILERQTEKKKFQSILKEIRTEVEGGANFSEALSKHSL.FTRLYINLVRAGETSGTLDAILDRLATFLENELAL 161
NTDB id 1029 TT RS02230 WP 011228203.1 LGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKHKI.FSRLYVNLVRAGETSGGLDLILDRLASFLEKELEL 161
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NTDB id 228444 MTAI RS04375 WP 027887148.1 RGKIRSAMTYPAIVFVFAIGVTYFLLTGIVPQFAQILTGLGSELPLLTRALMGISDFLRQSTIFIALMAVALYFA.YRSYYRTDK 245
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NTDB id 228444 MTAI RS04375 WP 027887148.1 GRHQIDQIKLKLPVFGNLMKKSALARFSRTFGLLISSGVNIVEALDITKGTAGNAIVEDILEQTKIAIQAGEPVFTTIQAHPQVF 330
NTDB id 1029 TT RS02230 WP 011228203.1 GRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAKLKIQQGDPLNLTLAQHPFVF 330
NTDB id 1252 GCO85 RS07730 WP 011213805.1 FAQTIDRVMLKLPVIGPILEKAAIARFARTLSITFAAGLPLVEALKSVAGATGNIIYAKATDKIREEVATGQQMFIAME.NTHLF 333
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FRDGLDKLALKLPIFGDLVYKAIIARYSRTLATTFAAGVPLIDALESTAGATNNVIYEKAVMKIREDVATGQQLQFAMR.ISNRF 335
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NTDB id 228444 MTAI RS04375 WP 027887148.1 PPMVSSMIAIGEETGALDTMLQKIADFYEREVDEAVSALTAAIEPLMIIFLGLVVGVIVAGMFLPLFKIIGTLSSQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 PPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVAGMFLPLFKIIGTLSVQ 406
NTDB id 1252 GCO85 RS07730 WP 011213805.1 PNMVIQMVAIGEESGALEKMLSKVADFYEEEVNNAVDALSSLLEPIIMSILGILVGGLVVAMYLPIFKLGSAV... 406
NTDB id 1059 ABD1 RS01610 WP 000279215.1 PSMAIQMVAIGEESGALDSMLDKVATYYENEVDNAVDGLTSMMEPLIMAILGVLVGGLVIAMYLPIFQMGSVV... 408
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