
logo MKKI LLTVSLGMLLALASACASTSQGTAKVDKDVADQKITAQGDWSAVEQKLYNADEGAKQQDEMLDNASGSNW
Y
K
T
D
RARVDKRLMYTEAIVLESRYFPFTGS IRYHARQQASLQMLNDLTAY

NTDB id 228294 CAL14 RS06260 WP 232462593.1 ...........MLLAACASSGTK...VDKTAGWSAEQLYNDGKQEMDAGNWKDARDRMTAVESRYPFGIYAQQALMNLAY 66
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAY 80
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAY 80
consensus *************!*!!!**!! ******!**!!*!*!!*****!****!***!*******!!!*!****!*!*****!!

logo

I
A
N
Y
W
YKDGDENKEDQKALAAI EDRFQRQRLYHPNQHPGNTMDYMALYLKRGL IVNLFTNPEADSQASFMLTNNKLTAGSQDPWSEDRDPKGALNRAESAYDQAFNAEL IVKQRYFPDNS

NTDB id 228294 CAL14 RS06260 WP 232462593.1 INWKDGENEQALAAIDRFQQLYPNHPGTDYMLYLKGLINFTPASAFMTNLTGQDPSERDPKGLRASYDAFNELIKRYPDS 146
NTDB id 1102 NMB RS03635 WP 002244053.1 AYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNS 160
NTDB id 1106 NGFG RS01495 WP 003687645.1 AYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNS 160
consensus ***!!*!***!!!!!*!!**!*!*!!**!!*!!!*!!**!*****!***!**!!*!*!!!!**!**!*!!*!!**!*!*!

logo KYAADAKTLARVMVW
KLVNDAI

L
A
GGNEVMHSVARYYYMEKRGAYVIAAANRAKQTKVI ITGDSFYQGNATPRAYTVEEASLYAI LYEKLSAYEKKLNDMKPRQLEAKADATKRRV

NTDB id 228294 CAL14 RS06260 WP 232462593.1 KYAADAKLRVVWLVNAIAGNEVHVARYYYERGAYVAAANRAQTVITDFQGAPATEEALYILYKSYEKLNMPQLEKDAKRV 226
NTDB id 1102 NMB RS03635 WP 002244053.1 KYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRV 240
NTDB id 1106 NGFG RS01495 WP 003687645.1 KYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRV 240
consensus !!!!!!**!*!*!!*!**!!!**!!!!!**!!!!*!!!!!!***!***!*****!!*!*!!***!*!!**!*!**!**!!

logo LDEATNFPNKSKPYFPLKTHQAGPFWAQRPQSDDKMNPWWDRPYWSHWL
NTDB id 228294 CAL14 RS06260 WP 232462593.1 LDANFPNSKYPTQGFAQ.DKNWWDPWSWL 254
NTDB id 1102 NMB RS03635 WP 002244053.1 LETNFPKSPFLKQPWRSDDMPWWRYWH.. 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 LETNFPKSPFLTHAWQPDDMPWWRYWH.. 267
consensus !**!!!*!******* *!**!!**!*
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