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MTRLPASSSVSAAPERPGRPAPALPAAL
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D
GLLRAVL ILPHRACPGCGAQQLGRAAGLCADPRCRAEGLHRPVRLVERTHSPLRSAQTAPATPHL IVTLGRY

NTDB id 228169 DFI RS10315 WP 338030617.1 MTRLPASSSVSAAPERPGRPAPALPAALTGLLRALIPHACPGCGQQLGRAAGLCAPCRAGLHVRLETHSPLRATPAPHLITLGRY 85
NTDB id 1312 DR RS07135 WP 027480036.1 ...........................MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRY 58
consensus **************************** !!! !*!*!!!!!! !!!!!!!!! *!!! !**!*! !!!! ! * !!!*!!!!!

logo

A
QGVNPRRAVRAELKFYGTGAVRDLVAGPVLGGRALAADGLVPAHSWNQIAQAVI

VPVPLHAPASRQREQRGFYNQADELLAQRAI
MAAREPHLGLVPCVHLAPALLTRTRATARQ

NTDB id 228169 DFI RS10315 WP 338030617.1 AGVNRRAVRELKFTGVRDLAGVLGGALADGLPAHWNIQAVIPVPLHAARQRQRGFNQADLLARAIARPHGLPVHAALTRTRATRQ 170
NTDB id 1312 DR RS07135 WP 027480036.1 QGVPRRAVRALKYGGARDVAGPLGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQ 143
consensus !!*!!!!! !!* ! !!*!!*!! !!! !*!!*!*! !!*!!!!!* !!! !!*!!!*!!! !*! **!*!*** !!!!!!! !

logo QAKRLQHAASDERDSDSNLAHGAFATVNARGRAELVPPRGPTLL ILLVDDVLTTGHSTL ILACRDALHLAQAGVATPDDLKSYAAVI
VAR

NTDB id 228169 DFI RS10315 WP 338030617.1 QARQHAADRDD.LHGAFTVNARELPRGPLLLVDDVLTTGHTLIACRDALLQAGVAPDDLSYAVIAR 235
NTDB id 1312 DR RS07135 WP 027480036.1 QAKLHASERSSNLAGAFAV.RGAVPPGTLLILDDVLTTGSTLLACRDALHAAGVT..DLKYAAVAR 206
consensus !!* !! *! *!*!!! !* *!*!*!!**!!!!!!!*!!*!!!!!!* !!! **!! !! *!!
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