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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
NTDB id 228157 DFI RS02900 WP 022800181.1 .MALSIGDRRLGAILLEQGYINDTDLQKALSRHAEVGGRLADVLIDTGLVAEKRIARAVEEALGIPLVNLTIVNPDVEALKRVRA 84
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
consensus **!*!!!*!!!!*!!**!** ! *!!*!!*!! !!!!*!!*!!*!*!***!*!!!***!***!!!!!*! !**** *** ***

logo

Q
E
K
TAKLSENTHLHKQAI

FPFAVLDEEGADGKRVVLRVAFLLVNDPLDSSTFLVSLI EAETVLEDLDTSNGFLMVDVI EVPYQTATLKRESAEQFIVLMQYWALIAKTHYPELNGLEP I
V
V
P
E
P
V

A
P
D
P
S

E
GALSDGAEGSGPQRKTVDEGEGLRKML

NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPP..SGEGQKDLKL 168
NTDB id 228157 DFI RS02900 WP 022800181.1 ETASTHHAFPFAV..EAGKLRVALVDPLSTVSIEALEDDSNMDIEVYQALRSQIQWAIATHYPELNLPVPEADEALGGSPVEERM 167
NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFAL..EGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
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NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
NTDB id 228157 DFI RS02900 WP 022800181.1 GDRLVSRGLITKEQLQAALDVQAQTGDLLGVTLVSQKAITEEQLYESLAEQYGYPFVHNPRDFNPSQEVLGCMLRADALRLNAVP 252
NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
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NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
NTDB id 228157 DFI RS02900 WP 022800181.1 VDDSVLSVTVVTSDPTKKDDIQAVVGRPVSLVLTRPRDLENMIERLYPQRGRLGEAMVNEGVLSREQLREALQVQAREGKVKPLG 337
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
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NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHR 422
NTDB id 228157 DFI RS02900 WP 022800181.1 EVIMELGFAEEGEISSALEKQNSGGGRLEDTLVQSGKLSPEMLARSLAAQLGYDFLDPIQNPPDAGVIKEIPEQTARRYSVIPVR 422
NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVR 422
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NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAK...KQAEEEVPSPLELDE 504
NTDB id 228157 DFI RS02900 WP 022800181.1 YQGNAIVIAMKDPRNVFALDDLKLLTG.....REVIPAVMAEKDITRLIERYYGSNDMAALNEQLSQGGKKEAAEEVDLSAGLDD 502
NTDB id 1306 DR RS10060 WP 027479822.1 LQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGEKGFEKLNKELAERNKTQQSQEADLSV.ADE 501
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NTDB id 1028 TT RS08215 WP 011173991.1 SAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAI 589
NTDB id 228157 DFI RS02900 WP 022800181.1 NAVVRVVDSLIREAALQDVSDIHIEPSETAVRVRYRIDGVLREQPPLPKASAASVLARIKILGHLDISERRVPQDGRVRFKKGSI 587
NTDB id 1306 DR RS10060 WP 027479822.1 SAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSI 586
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NTDB id 1028 TT RS08215 WP 011173991.1 DVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQT 674
NTDB id 228157 DFI RS02900 WP 022800181.1 DIDLRLSTLPTVYGEKAVMRLLQKASNIPEVEQLGFSDYNMQRYSDVIQKPNGIFLVTGPTGSGKSFTSFSTLKRIAVPEKNTTT 672
NTDB id 1306 DR RS10060 WP 027479822.1 DLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTT 671
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NTDB id 1028 TT RS08215 WP 011173991.1 IEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGV 759
NTDB id 228157 DFI RS02900 WP 022800181.1 IEDPVEYEIPGIIQSQVNNTAGLTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHLVLATLHTNDAPGAIIRLDEMGV 757
NTDB id 1306 DR RS10060 WP 027479822.1 IEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGI 756
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NTDB id 1028 TT RS08215 WP 011173991.1 EPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAI 844
NTDB id 228157 DFI RS02900 WP 022800181.1 EPFNISASVVGVLAQRLVRRVCQECKQPTNADPDVLRRLGITEKDIQGAHLMRGAGCPRCGGTGYKGRMGIHELMVIDEPLRHAI 842
NTDB id 1306 DR RS10060 WP 027479822.1 ENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTI 841
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NTDB id 1028 TT RS08215 WP 011173991.1 VAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 228157 DFI RS02900 WP 022800181.1 GSGKTASEIKEVALTQSGMKTLRQDGIEKALEGRTTLEEVLAVTSN 888
NTDB id 1306 DR RS10060 WP 027479822.1 GAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
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