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V IGGIGLLWGQLGALGWAGALVPVLGLLGAALAGLLDARRAPLWLATVLATGLLAGAGGL
NTDB id 228155 DFI RS02150 WP 051308188.1 ......................MTPTEPRPPGRLAWPVPAALGVIGGILLGLGAGWGALVLGLGAALGLLDRRAWLTVLTGLAAL 63
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLALLGGG 85
consensus ********************** * ** **!!!!!!*! !!!*!!!! !! !!*!**! !!!!!*!!! !* ! !! !**

logo

A
LGFYAGSALHSALQVAQREQPDRVI

LAPWI
MGALQLVTLQRGHRWDGQFLTLDREPKRARVALAPKPRTAQGRPGEPLVTVVASGRL IVRPDEGRR IPGGFDQAAWLRGSQG

NTDB id 228155 DFI RS02150 WP 051308188.1 AGFASLSAVQRQPDVLAPWMGAQLTLQGRWDGQFLTLREPRARVALAPKPTARPGPLTVSGRLVRPEGRRIPGGFDQAAWLRGQG 148
NTDB id 1311 DR RS09490 WP 010888489.1 LGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGFDQAAWLRSQG 170
consensus !**! * ! !! *!!!*!! *!! !*!!!!!!!! !!*!!!!!!!!! !!** ! !!!*!!*!!!!!!!!!!!!!!! !!

logo GLLVPTPKSAVLVARAERVKREKHSTVPREGRGLVRGWFRRTGLVSTAGHLNSPTRNQAALMQTAI
V
E
QLGDERGNDE IGQREDTFDQEGFYASVRDAFASRAGLAHLMALSGQ

NTDB id 228155 DFI RS02150 WP 051308188.1 GLLVPTPSAVLVAARVRESTREGGVRGWFRTGVTAGLNTRQAALMQAIQLGDRNEIGQEDFQEGYAVRDAFSRAGLAHLMALSGQ 233
NTDB id 1311 DR RS09490 WP 010888489.1 GLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDAFARAGLAHLMALSGQ 255
consensus !!!!!!! !!!! ! !* * *! !*!!!!! !**!*! *!*!!!! !* !!*! *!! ! ! !!* !!!!! !!!!!!!!!!!!!

logo NVAL ILTGLTL ILFWLLGWLTGPALPRPTPSWRYAGLPTAAALLLPFGYFLLLWLVGAPSTPS ITRAVLMGFGAVAVLALAGLML
VGRGKRPDPLAGI

L
I
VALATALSACLLALFPL

NTDB id 228155 DFI RS02150 WP 051308188.1 NVALITGLLLFLLGWTPLPTPWRYALTAAALLG.FLWLVGPSPSITRAVLMGFAVLAGLMLGRGKPDPLALIALAALACLLAFPL 317
NTDB id 1311 DR RS09490 WP 010888489.1 NVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGRPDPLGIVALTASACLLLFPL 340
consensus !!!!*!! !**!!!! * ***!!!*!*!! !* * ! !!!**!!!!!!!!!! ! *!!*!!!*!!!!***!! ! !!!! !!!

logo WLLDVGFQLSFLAVLGLLTLQSTAGKRLVADRLPAQRWPHQAWLKRLAGI
LAATVLAELATLPVIAHNTFGQLPLVGLPANLLAAGPTI

VMAAVLVPLGFLA
NTDB id 228155 DFI RS02150 WP 051308188.1 WLLDVGFQLSFLAVLGLTQTARVADRLPARWPHALRLGIAATVLAELATLPVIAHTFGQLPLVGLPANLLAGTVMAALVPLGFLA 402
NTDB id 1311 DR RS09490 WP 010888489.1 WLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQLPLVGLPANLLAAPIMAVLVPLGFLA 425
consensus !!!!!!!!!!!!!!!!! ****!!!!! !!!* !*!**!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!***!! !!!!!!!!

logo GLLGPALAGAGLPLVNLWAVNVAGLPLAGSALLAWVAEQTFGRSAPVLGTWGLTI
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NTDB id 228155 DFI RS02150 WP 051308188.1 GLLGPLAAPLNLVNGLLAGALLAVAETFGRAPVLTWGLISPAGFAAYYTVLGAGLLWLLGRLRTPALLAAALACMALTFLPARLH 487
NTDB id 1311 DR RS09490 WP 010888489.1 GLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGMGWLLGRVRGQAALTIALACAALSWLPAQLR 510
consensus !!!!! ****! **!! !!! !! !!! !!!! !! * **!! !! !!* !!!!!*! *! ! !!!! !!**!!! !*

logo PAPRELVFYLDVGQGDATLLVRLVPGHLTMVLVDAGGGSVGSDYDVGGRGRTVLPALRALGVRKLDLVVVATHADTDHI EGLSSVLRGLPVGELW
NTDB id 228155 DFI RS02150 WP 051308188.1 PPRELVYLDVGQGDATLVRLPHLTVLVDAGGSVGSDYDVGGRTVLPALRALGVRKLDLVVATHADTDHIEGLSSVLRGLPVGELW 572
NTDB id 1311 DR RS09490 WP 010888489.1 PARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRALGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELW 595
consensus !*!!!!*!!!!!!!!!!*!*!*!!*!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!
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VGQLRKKAGTDDPVLDTAVLNTAARDERDNVPVREQI

VRRGDQVTASDGGPVAKLVTAVLWPEVGNRVWSTAEDNDENSVALRLVDEDTGHPFWHRAAFLLGDLPDSAPATEAG
NTDB id 228155 DFI RS02150 WP 051308188.1 IGQRK..TDDPVLTAVLNAARDRDVPVREVRRGDQVTSDGVALTVLWPEGRVWSTEDNENSVALRLDTGHWHAAFLGDLPSATEG 655
NTDB id 1311 DR RS09490 WP 010888489.1 VGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTALWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEA 680
consensus *!! !** !!!!! !!! !!!*! !!!! *!!!!!!! *! *! !!! ! !!!! !!*!!!!!!** ! **!! !!!!! * !*
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NTDB id 228155 DFI RS02150 WP 051308188.1 ILGTGPLNLLKAAHHGSRHSTGDALLAQATPRDAVISVGRNTYGHPHPDVLNRLQTAGTKVWRTDQVGTIRWPIP 730
NTDB id 1311 DR RS09490 WP 010888489.1 LIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGRNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
consensus **!*! ! !!!!!!!!!!*!!!* !! ! !*! *!!!!!!!!!!!** !! !* !! !!!!!!!!!!*!!!*!

X non conserved

X similar

X ≥ 50% conserved


