
logo MNSPVDATL ILVLVFAGVI
LLGLLVGSFSNVL IWRLPRGENIAFPPSHCPHKCDHPRLGKPVQTDLVPLVFGSWLALGGKRCRYCRAP IKNAPRYPVVEALLT

NTDB id 228154 DFI RS02070 WP 027463945.1 MSPDALLVVFAVILGLLVGSFSNVLIWRLPRGENIAFPPSHCPHCDHRLGVQDLVPLGSWLALGGKCRYCRAPIKARYPVVEALT 85
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLT 85
consensus ! *! !*!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*! * !!!!* !!!!!!!*!!!!!!!! *!!!!!! !!

logo GLVAGYAGLVIAAWLTFPLPLSTFYEGALGATLGLMVLFTI LLVGSAIDLDTMYTI
LPDELTLPGTVGLLGLVLFAGLAGNAGLYAQEGQGQLSGLPNTFVAPEQAVEQGAL

NTDB id 228154 DFI RS02070 WP 027463945.1 GLGYGLIAWLFPPLTFGLGALGLMVLFTILLVGSAIDLDTYTIPDELTLPGVGLGLLFALANA......QGSGLPTFPEAVQGAL 164
NTDB id 1305 DR RS10600 WP 010888696.1 GVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGAL 170
consensus !**!**!! !!* !* ! !!!!!!!!!!!!!!!!!!!! !*!!!!!!!! !!*!!*!! !****** !!! * !! !!!
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VR IPELLTLGGFLVSLVAML
NTDB id 228154 DFI RS02070 WP 027463945.1 LGAGLLVTINNVGAWVLRRFRERSWPEFPLGYQQISLGLLAGAWLGPWWGAGVALLSALVNALAKKVIRIPELLTLGGFLVSVML 249
NTDB id 1305 DR RS10600 WP 010888696.1 MGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLAL 255
consensus *!!!**! ! ! !!!!!!!!! !!! !*!!!!!!!!!!!!!!!!!!!! !!!!!!! !! !!! *!!!!!!!!!!!!!!* !
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NTDB id 228154 DFI RS02070 WP 027463945.1 GGSGLGRDLGAMVVGALGAAGAVALVCGVYWWLHWRRHREDDGAADTDEPVDAQAMGFGDVKLAAVIGAFLGWELLLVALVVAVF 334
NTDB id 1305 DR RS10600 WP 010888696.1 SSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAIF 340
consensus ! !* ! !* !*! !!!!! !!!!!!!!**!!!** * * !!* !* !!!!!!!!!!!!!!!!!!!! !!*!*!!!*!

logo AGAVLGLVI
VQLMALHKQSESNRLVKFGPYLAI

LGAVVALLWGGPAPLLVDGWYKRGL ILGLM
NTDB id 228154 DFI RS02070 WP 027463945.1 AGAVLGVIQMALHSSNRLKFGPYLAIGAVVALLWGPALVGWYKGLIGL 382
NTDB id 1305 DR RS10600 WP 010888696.1 AGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus !!!!!!**!*!!* !!*!!!!!!!*!!!!!!!!!**!* !!*!!*!*
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