
logo MTSYSSQSPSKRKRSRTALVATLTRNTEYFSPFGNKLVAQGSGHYVDNANEQLMRQAL IVEQSVKRKSTGRPSLPTDEEVLEKAS IVTGREQLSPEFLLREQYKKNQHQLFELK
NTDB id 227967 B6N60 RS14565 WP 190601385.1 MTYSSQPRRSTALTTRTEFSPFGNKLVQSGYVNNEQMRQALIESRKSGRPLTDVLESITGRQLSPEFLREYKKQHLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus !! !! ***! !* ! !!!!!!!!! !*! !!*!!!!* *!*!!*!** ! *!!! !!!! !! !!!**!!!!!
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TCRRFHKRFLLVPLASKQHQEDGQDNPPSVLVAMVDPDNLAEAQSDDELNR I LRPVKQGFLAELQR
NTDB id 227967 B6N60 RS14565 WP 190601385.1 ILYGVESLDPEVNQVGTAMVMTLIETLIPVDICRRHRLVPLSKHEDQNPPSVLVAMVDPDNLEASDDLNRILRPQGLALQ 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!!*!*!!!! ***! * !! !*! !!!** *!! *!* !!!!!!!!!!!!!! ! !*!!!!!!* ! !

logo RLMVI
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NTDB id 227967 B6N60 RS14565 WP 190601385.1 RMVITQEDYQKLINQYLDELAVR...QKQLEQEKFTDIQQDL.ENLESLDMDDSGEDMDVDLTAAMKDAEDAPIISLVNR 236
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
consensus !*!*!!*!** !* !! ***! *!!* ! *!!** * !*!! * !!! !! !!*! !!!*

logo I LAKALQDEGKTVSDIHI
VEPQEENTLR IRFRKDGVLNREQAFDPPLVPKRKI

V
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TPAVTVARFKI IMASDNLMDIAERRLSPQDGKR IRR I

LYEQGRKVD
NTDB id 227967 B6N60 RS14565 WP 190601385.1 ILAKALQDKVSDIHIEPQEENLRIRFRKDGVLREAFPPVPKKVIPAVTARFKIISNLDIAERRLPQDGRIRRLYEGRKVD 316
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
consensus !!!!!!!* !!!!*!!!!! !!!!!!!!!!! !!*!*!*!* !!! !!!!!* *!!!!!! !!!!*!!!*! !!!!!

logo FRVNTLPSRYGEKVCLR I LDNSASTQLGLDNFKL ITDNPETLQI
TVKRDELMAVASKRPFYGL IMLVTGPTGSGKSTTSTLYSAVLAEKRNDSPEGI

VNI
NTDB id 227967 B6N60 RS14565 WP 190601385.1 FRVNTLPSRYGEKVCLRILDNSSTQLGLNKLITDPETLQIVKDMVSKPFGLILVTGPTGSGKTTSLYSALAEKNDPGINI 396
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!! !!! !!!!! !*** *!*!!*!!!!!!!!!!*!*!!! !!!*! ! *!!
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N
STAVEDP I EYASLPGITQVQVIREKGLMDFASNTAI LRAFLMRQDPDVI

LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIA
NTDB id 227967 B6N60 RS14565 WP 190601385.1 STVEDPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 476
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
consensus ! !!!!!! !!!!!!!!!!!!!!*!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo RLDGEMGI
VEPFMVSGSSL ILGVLAQRLMVRKRVCSTDECR IAPYHTPSTKTEELASRFYGLSTAASGQDEETSVVTFYKANSVLVPSPDEES ILAHELAKRQSKRGNNQLVCQ

NTDB id 227967 B6N60 RS14565 WP 190601385.1 RLGEMGIEPFMVSSSLIGVLAQRLVRRVCSDCRIPYTPTTEELARYGLTAAQETSVTFYKANVVPPESLAEAKSRNQVCQ 556
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
consensus !! !!!*!!!!!! !!*!!!!!!!*!*!!**!!!*!*!* !!! !*!!*! * !!!!!!! **!* ** !* * **!!
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KTLLAYSLDNLVQREQGSYTTLEEVERVTFTDTGLEASELM
NTDB id 227967 B6N60 RS14565 WP 190601385.1 TCGGVGYKGRCGVYEVMRITENLQTLINQEAPTERIKEVAVEEGMKTLLAYSLDLVRQGSTTLEEVERVTFTDTGLEAEL 636
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
consensus ! ! !!!!!*!!!!!!! *! * !!!! !*!*!!!**!!!!!! !!!!!!! !! ! !!!!!!!!!!!!!!!!! !*
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RAKRRKSAGLTCRTCASAELKQPQEWLDCPYCLMTPSRFSTD

NTDB id 227967 B6N60 RS14565 WP 190601385.1 KARRKSGLTCRTCSAELKPEWLDCPYCLTPRFTD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus *!*!!!*!!!!!! !!! *!!!!!!!!*!*!!**
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