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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKG 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKG 73
NTDB id 227873 XcfCFBP6991P RS14855 WP 007966190.1 .MARGINKVILVGNLGNDPDTKYTQAGMAITRVSLATTSMRKDR.DGNNQERTEWHRVVFFGKLGEIAGEYLRKG 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKG 71
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 SQVYIEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ........QGSWG 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 SKVYVEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYN....QGGYS 140
NTDB id 227873 XcfCFBP6991P RS14855 WP 007966190.1 SQVYVEGELRYDKYTGQDGVEKYSTDIVA....NEMQMLGGRGEGGGGGMGGDRPQRSAPRQQGGGGGQGGGGYG 144
NTDB id 1103 NMB RS07590 WP 002212976.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYE...................EGYG 123
NTDB id 1131 NGFG RS05740 WP 003695064.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYD...................EGYG 123
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...QPQQPAKQHQ..PMQ.........QSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...DNYAQNNNFNGGNAT.........RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 227873 XcfCFBP6991P RS14855 WP 007966190.1 GGGQDYAPRRQ........QPAQQ............QSAPPMDDFADDDIPF 176
NTDB id 1103 NMB RS07590 WP 002212976.1 QSQEAYQRPAQQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVE.DIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSQEAYQRPAQQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVE.DIDDDIPF 174
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