i

tALA VA { V {AA SSKNE SEATKTY YVYNND {DY
NTDB id 22786 SPS RS01265 WP 002992224.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1

consensus [E N ENEE N

DR AR tKHAADSKé\DA&YL\/QDS s

NTDB id 22786 SPS RS01265 WP 002992224.1 DW/SVSKDGLTYTYy RNG BWYT GEEYAJJVTAJRDFVTGLKHAWDIYK I3 Y V DSIGYLIEAY[RIGNRYDF)EAVGVKA DDIYT
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1 DWSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVGVKAID YT
NTDB id 292 STER RS06940 WP 011681419.1 DWSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYT

AT R s A

A TKBMTN LR

NTDB id 22786 SPS RS01265 WP 002992224.1 QYTLIPYPERYWNSKTTYS LEPVNESMFLKBKGKDFGYWTDP SILWUNGEY I3JLE T KSS EIFsIKNE YWDEIKN Viens
D) I O I R SN TS A e o (O[O SRR D A T oI R T. ) Y T L KJ{PEP YWNSKTTY[LLEPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELJKNE YWDKKNVHFDAIKSY]|
NTDB id 324 STU RS16140 WP 011226306.1 LQYTLKNPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEBIYWDKKNVHFDAIKIJSY]
consensus B L S R N o o I O T B B O T B e I O I O O e I O e I B B B A e I O B B B A I B e I B B B B B o I |
M) Fot D At T AR 7 AT o AKMDZEQ TRALHE
V] R LT\ DA
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1 YDGSDQDALVRGFTDGAYIJFARV PTSSNYASVEKKYKDNI YTAPGASTSAIGIN DRQSYKYTAKKTDREKSSTKKALLNKDF
A DREAYQ 0 KD LAVRNLEV DRV HTF DLV SV B e S L MERAUEEAA
TIVES KL KD
NTDB id 22786 SPS RS01265 WP 002992224.1 Q
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus
SR E L Vs kNVA%QSLKQ e LEN@TLNAQNAE\AED D
VQ TSTH
Q
NTDB id 475 HSISS4 RS07005 WP 021143809.1 BLQADGVQFPIHLDLPVDQSSK NVAQAQSLKQTIEQSLGS NVVID NQLSSDD NATLNAANAAAEDWDISN.VIW PDYQ
NTDB id 324 STU RS16140 WP 011226306.1 ALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVID NQLSSDDLENJTLNAANAAAEDWDISNSV W PDYQ
NTDB id 292 STER RS06940 WP 011681419.1 ALQADGVQFPIHLDLPV QSSKLNVAQWQSLKQTIEKSLGSENVVID NQLSSDDLENATLNAANAAAEDWDISNSV W PDYQ

NTDB id 292 STER RS06940 WP 011681419.1 LQYTLKENPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNERYWDKKNVHFDAIKIGSY]
NTDB id 22786 SPS RS01265 WP 002992224.1
consensus kDU Dskokoskosksksksk Dokok Dsksk sk D Dsksk Doskokoksk Dk Dosksk Dok Dk D Dok Doskskoskokskskskskskokoksk Dsksk Dok Dok Dskskok Dsksksk skoksksksk L1 P D1
NTDB id 324 STU RS16140 WP 011226306.1
[

$ \'NVA DYQ
NTDB id 22786 SPS RS01265 WP 002992224.1
consensus sk Dok Dok D sk D Dok DDk Dok Dskoskoskokok Dokskok D Dok b Dok Dok DD D skosk |1 sk sk skoske sk sk sk sk sk skoskosk sk skskskoskok |oskoskoskskoskok Dok | Dskskoskokok T 111

169
166
166
166

253
251
251
251

337
336
336
336

422
421
421
421

506
506
506
506



logo

NTDB id 22786 SPS RS01265 WP 002992224.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 22786 SPS RS01265 WP 002992224.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

Fill

kb Dok Dok Dokok D Pskok Dl DD Dok Dok b Dok |l skokokokok | skook |

EG D K

véBL sl

Q KIJVTEK YE IVQTAAA A KR AIMY AEKIBADIAYEK
VISRLTPFTGAS QVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK.
JINISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVKR

VISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVKE
kokokokokok Dbk Dokokokokok Dok Dokokokokokokok Dokok Dok Dok Dok D Dok Dok D Dok DD Dok Dok Dskk | Dok Dokokokok Dokk | 1 %

X non conserved
B similar
> 50% conserved

TSN 0. el A LBASE LR R

656
656
657
657

L

590
590
590
590



