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NTDB id 1028 TT RS08215 WP 011173991.1 GKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLA 447
NTDB id 1306 DR RS10060 WP 027479822.1 GKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLI 447
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIFHAQELTEQLSHIFGLPETDLSRYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFA 116
NTDB id 1293 VP RS12240 WP 005479695.1 GFFTSSELAEHLSSIFGLSQPELSQYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFA 116
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GFFQSHELTEHLSSVFGLSCTSLNQYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFA 116
NTDB id 1110 NGFG RS09235 WP 003689817.1 GVISPKSLAALIARVFSYSILDLRHYPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSA 115
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KILSAEQIALTAAQNFGVPMLDINCIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFH 124
NTDB id 227533 XppCFBP412P RS15890 WP 180959844.1 KLVTASQLAAANAVEFGMPLLDVSAFDASQNAVKLVSEELLQKHQVLPLFKRGNRLFVGVSNPTQTRALDDIKFH 117
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VHLSPSLLAETISAEFAEPYFDLDVYDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFN 124
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consensus * *** *** * **** *** ** * * ** **** ** **!* **** * *****!*** ********



logo

A
L
S
T
N
K
G
RKGLNI

K
Y
L
A
K
L
N
V
E
Q

I
T
V
A
H
L
E
A
L
P
A
I
V
I
V
L
M
A
V
A
T
D
E
D
T
F
E
H

A
H
K
R
D
D
A
E
Q
K

I
L
A
I
Q
R
E
S
T

G
T
K
A
R

T
V
A
L
L
I
G
S
D
E
R

E
N
Q
R
F
Y
H
W
L
L
Q
V
F
Y
T
V
A
G
A
K
S
E
R

A
N
R
E
K
S

A
G
I
T
E
L
S

A
F
G
H
L
Q
T
S

E
G
H
L
F
Q
S

A
D
K
L
N
G
E

A
I
S
F
K
L

D
Q
A
N
S

L
Q
E
G
K

G
Y
E
L
F
L
V
G
K
D
A
E
E
G
K
T
D
I

E
Q
N
S

G
E
Q
G
E
D
L
M
E
G
L
E
D
G
S
E
A
F
G
H
N
S
L
E
D
L
I
L
V
K
S
D
I
A
V
D
E
N
S
G
A
E
L
V
D
K
R
E
D
G
N
P
Q
D

A
H
K
M
P
Q

E
G
T
E
Q
T
A
D
G
Q
E
E
G
L
S
T
V
D
I

E
I
L
Q
D
Y
D
E
N
S

A
G
P
T
E
I
A
S
V
D
E
A
L
N
P
T
D
A
E
K
P
S
L
K
L
Q
E
V
S

K
L
T
A
G
Q

E
DDEGTASAPAIV

NTDB id 1028 TT RS08215 WP 011173991.1 LKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAK.............KQAEEEV..PSPLELDESAA 507
NTDB id 1306 DR RS10060 WP 027479822.1 TG.....KEILPAVMAEKDIIRLIERYFGEKGFEKLNKELAE.............RNKTQQSQEADLSVADESAI 504
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TG.....LQVELALADHRALQAAIRRLYGRSIQGAANQGKEISQDELANLVKVSDD....ELQSIEDLSQDDSPV 182
NTDB id 1293 VP RS12240 WP 005479695.1 TG.....LQVELVLADFRELSTAIRRLYGRSLSHEKSGLKEINQEELASLVDVGAD....EIDNIEDLSQDESPV 182
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TG.....LQVELVLADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAGLVDIGED....EIENIEDLSQDESPV 182
NTDB id 1110 NGFG RS09235 WP 003689817.1 AG.....IAVELVIVEDDQLAGLLD.WVGSRSTSLLQELGEGQEEEESH............TLYIDNEEAEDGPV 172
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TG.....LNTHAIVVETDKLSALIDNLLTAKESQGLSEYVEDSGDLEGLEISADDEDQ...DIDTATSVTDDAPI 191
NTDB id 227533 XppCFBP412P RS15890 WP 180959844.1 TN.....LVVEPILVDEDQIRRTLEQWQASNAALGSAL.GDDEEGMGDLDVSAGDEDMGAGGDSGVDAKGDDTPV 186
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SK.....LLVEPVIVEHHKLEKVLGQHFAEESSFDFN....D....EEFDLDVNLDGPTAQEDEEEAPQGDEAPI 186
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SK.....LKVEPIIVEHDKLERLLSEHFVEETHFNFD....T....EELDLDVEVDPHTTDDDDEDDKLKDEAPI 186
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NTDB id 1028 TT RS08215 WP 011173991.1 QKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRV 582
NTDB id 1306 DR RS10060 WP 027479822.1 VQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRV 579
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRI 257
NTDB id 1293 VP RS12240 WP 005479695.1 SRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRI 257
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRI 257
NTDB id 1110 NGFG RS09235 WP 003689817.1 PRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRM 247
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGF 266
NTDB id 227533 XppCFBP412P RS15890 WP 180959844.1 VKFVNKVLVDAIRRGASDIHFEPYEDDYRVRLRIDGLLKNVAKAPVKLNQRIAARLKVMSQLDIAEKRVPQDGRI 261
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRI 261
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRI 261
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NTDB id 1028 TT RS08215 WP 011173991.1 RY..REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKS 655
NTDB id 1306 DR RS10060 WP 027479822.1 RF..KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKS 652
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKT 331
NTDB id 1293 VP RS12240 WP 005479695.1 KLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKT 331
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKT 331
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKT 322
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKT 340
NTDB id 227533 XppCFBP412P RS15890 WP 180959844.1 KLNLSK.TKQIDFRVSTLPTLFGEKVVLRILDGSAAKLGIDKLGYEADQQKLFLEAIHKPYGMVLVTGPTGSGKT 335
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKT 335
NTDB id 1018 ACIAD RS01685 WP 004920473.1 KLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKT 335
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NTDB id 1028 TT RS08215 WP 011173991.1 FTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATE 730
NTDB id 1306 DR RS10060 WP 027479822.1 FTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVE 727
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVK 406
NTDB id 1293 VP RS12240 WP 005479695.1 VSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIK 406
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIK 406
NTDB id 1110 NGFG RS09235 WP 003689817.1 VSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIK 397
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIK 415
NTDB id 227533 XppCFBP412P RS15890 WP 180959844.1 VSLYTALGILNDETRNISTAEDPVEIRLPGVNQVQQNNKRGMTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIK 410
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIK 410
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIK 410
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NTDB id 1028 TT RS08215 WP 011173991.1 AALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEV.KPDPETLRRLGLSEAE 804
NTDB id 1306 DR RS10060 WP 027479822.1 AALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPT.NADPEVLRRLGISERD 801
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAV.RPSALLQSQFAFQPNE 480
NTDB id 1293 VP RS12240 WP 005479695.1 ASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQ.EHTVQL.QHLGIQTTD 479
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQ.EPNSQL.QHIGIANTE 479
NTDB id 1110 NGFG RS09235 WP 003689817.1 AAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDED 472
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEAD 490
NTDB id 227533 XppCFBP412P RS15890 WP 180959844.1 AAQTGHMVLSTLHTNDAPQTIARLMNMGIAPYNITSSVTLVIAQRLARRLCNNCKRK.STLPDNALLAEGFTPAQ 484
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIP.ADIPKQSLLEMGFTEQD 484
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRP.IQVPERSLLEMGFTPED 484
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NTDB id 1028 TT RS08215 WP 011173991.1 IQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQG 876
NTDB id 1306 DR RS10060 WP 027479822.1 IR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQG 874
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREG 549
NTDB id 1293 VP RS12240 WP 005479695.1 NI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQG 548
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQG 548
NTDB id 1110 NGFG RS09235 WP 003689817.1 LAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY.KEGMVDLRRAGILKIMQG 545
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.SEGMLTIFQSGIEKVKEG 561
NTDB id 227533 XppCFBP412P RS15890 WP 180959844.1 LAA.GIELYEAVGCDECT.EGYKGRTGIYQVMPMTDEISAIVLEGGNAMQIAEAAQ.AIGIRDLRQSALMKAANG 556
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.KLGFNNLRRSGLKKVMQG 557
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.TLGFNNLRRSGLKKVMQG 557
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NTDB id 1028 TT RS08215 WP 011173991.1 ITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 LTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 ITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ITSFRELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 ITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ITTIEEVNRVTVD 574
NTDB id 227533 XppCFBP412P RS15890 WP 180959844.1 VTSLAEINRVTKD 569
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VTSLQEINRVTSE 570
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