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MIEWRQFFEGVITM
VWELVKASGGWI

MMLP I I LCSS IAAALGI I IVERLWTLRAPSR I
V
A
TPPHLLGQAVWKQWIKQDEKKQLDSNEQKLKEQLRADSPLGE

NTDB id 22728 PSPTO RS19935 WP 007245835.1 MIEWRQFFEGVITVWELVKSGGWMMLPIILSSIAAAGIIIERLWTLRASRIAPPHLLGQAWQWIQEKKLDNEKLKQLRADSPLGE 85
NTDB id 1200 PSJM300 12655 AFN78593.1 .............MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGE 72
consensus **************!!!!! !!!*!!!!!!*!!!! !!!*!!!!!!!*!!* !!!!!!! ! !! *! ! ! !!! !!!!!!!!!

logo I LAAGLANSKHRGRE IMKEC I EEAAARVI
VHDLERYLNSALGSTIAAGI

MAPLLGLLGTVLGMIE I FGSASFMNGSSTGAMTANAGPLVLAGSGI SKAL I
NTDB id 22728 PSPTO RS19935 WP 007245835.1 ILAAGLANSKHGREIMKECIEEAAARVIHDLERYLSALGSIAAMAPLLGLLGTVLGMIEIFGSFNSTGATANAGVLASGISKALI 170
NTDB id 1200 PSJM300 12655 AFN78593.1 ILAAGLANSKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPLLAGGISKALI 156
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!! !!!*!!**!!!!!!!!!!!!!!!!! ! *! *!!!**!! !!!!!!!
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C
TTAASGL IMVAGIPAI

LFFHRFLLQRSRVDELVVGMEQEQAIKRLVEVVQGDRDVDLGIDEAGKAIDLKSLARAGGSKKK
NTDB id 22728 PSPTO RS19935 WP 007245835.1 CTASGLIVAIPAIFFHRFLQSRVDELVVGMEQQAIRLVEVVQGDRDVDLIDAKIDLKSLARAGGSKKK 238
NTDB id 1200 PSJM300 12655 AFN78593.1 TTAAGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.............. 210
consensus *!! !!*!*!!!*!!!!!! !!!!!!!!!!! !!*!!!!!!!!!!!!! **! **************

X non conserved

X similar

X ≥ 50% conserved


