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NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAIL........ILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDM 72
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAIL........ILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDM 72
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGT..VAYAI....MQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQ 73
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGA..VAIAI....MQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQ 73
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGA..VAIAI....MQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQ 73
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 ...MFRKLNVYVGVIAFGL....LSGLANAVTLEDVSFSSLSGDRVEVTLAFDGQPP.EPTGYTIERPARIAVDLRDTTS 72
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .......MNSGLSRLGIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQN 72
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK.............EV 139
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK.............EV 139
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVA..TSAP 139
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLP..VVS. 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLP..VVS. 138
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 GLD..SRNISLGGGNAQSMTVVETKDRTRLIFNLAELAPYETVRTQNSLVVTIGSQGSGVAASGSTSSST...P..MTTA 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQP 150
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQ 219
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQ 219
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .......APQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSY 212
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .......AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAY 211
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .......AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAY 211
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 SGGQSVSSAGNDLAGVDFRRGQNGEGRVIVDLGSANASVDLSELGGKIRLTMDGTSVPDNLRRRLDVTDFATPVTRVDTY 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNAS 230
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNVRL.NSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVT 291
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNVT.SLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNVT.SLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 TEDGNAVVEIRPEGNYDYIAYQSGSQFTVSVERLTEEEAESRREEKFPYTGDKLSLNFQDIEVRSVLQLIADFTGLNLVA 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVA 310
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAA 371
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 SDTVSGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIAAREKLELETSKQIAELAPVRLDIIQVNYAKAA 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAA 390
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLD 442
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 DVVELIRAD................................EELISSRGFVSSDARTNTISVRETSEKLDEIRRLVSTWD 433
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLD 444
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHL..SGTLEGANELA.............RGTAPANVVPL.....ERR 488
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHL..SGTLEGANELA.............RGTAPANVVPL.....ERR 488
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....GTYTIERPD.......N 510
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTIERPD.......N 523
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTIERPD.......N 523
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 VPVRQVSIEARIVRAQTNVAENLGVRWGGAAYDVSGDNVFSVGGSQNAVEEA.....RQAAGGTNNTITFPDA....... 501
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGN.WSGYGKDGNIGIKDED.....GMNCGPIAGSCTFPTTGTSKSPS 518
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 LNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT 567
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT 567
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LNVDL.....GVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAG 585
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNVDL.....GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNVDL.....GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 LAVDL.....GVTGQGASSFAIGLGS.DDFLVDLELSALESDGQAEVVSQPRVVTADRQTAKIKSGEEIPYQEASSSGAT 575
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PFVDL.....GAK.DATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT 591
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVI 643
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVI 643
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAV 664
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 ...SVSFKEAALALEVTPQITPDDKIIMDLVVNQDSR..GEVTAGIPAINTNEVTTQVLVGNGETVVLGGIFQSEVTTTT 650
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSV 668
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 NRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 227249 MARSALSMR5 RS16825 WP 177190642.1 TKTPFLGDIPYLGRLFKRTEHVDERSELLIFITPKIIKSDLIQ............ 693
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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