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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 227149 B9P52 RS31555 WP 088448318.1 MTLAVLASRALCGLDTHAVRVETHLGPGLPGFNVVGLPDTEVRESRERVRAAILNSGFEFPPGRITVNLSPADLPKESGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAP............EIERYLIMGELSLDGGLQPIKGVLPIAIR.AREEGFKGIILPKQNTREA 145
NTDB id 227149 B9P52 RS31555 WP 088448318.1 FDLPIALGVLLASGQLAAQAEGAPDARAPAPALADLVLAGELSLTGALVPVAAPLVIALGVAREAPGATLILPAGSAEQA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLT............NLANHEFIGELALSGELRGVSAIIPAVL..AAHKDNQHLIIANANAAEA 146
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLT............NLANHEFIGELALSGELRGVSAIIPAVL..AAHKDNQHLIIANANAAEA 146
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATD............KLKNYEFVGELALSGGLRTVKGVLPAAL..AANKKQRHLVVPHANGDQA 146
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARN............KLESYEFIGELALSGEIRGVKGVLPAAL..AANQVERCLVVPHSNGDQA 146
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDAS............HLKQFEFVAELALTGQLRGVHGVIPAIL..AAQKSKRELIIAKQNANEA 146
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSD............KLKRIELLGELSLTGHLRGVHGAIPAVL..AASKAKREIIVPQQNANEV 146
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AIVNDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGS 225
NTDB id 227149 B9P52 RS31555 WP 088448318.1 AWVPDLRVLSARSLADVAAHAAGACRLPDAIPRPWP.....AAPPAACLSDVRGQPGARRALEVAAAGAHSLLMIGPPGA 235
NTDB id 1271 LPP RS03220 WP 011213198.1 SLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGS 222
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGS 222
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ALVGKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGT 222
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ALVGVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGT 222
NTDB id 1349 HI 1117 AAC22771.1 SLVSDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGT 226
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SLVSNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGT 225
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFL 305
NTDB id 227149 B9P52 RS31555 WP 088448318.1 GKSMLAARLPGLLPPLARREALEAAAVAALAGL..P.DAPMGQPPFRAPHHSASVAALVGGGSRPRPGEISLAHRGVLFL 312
NTDB id 1271 LPP RS03220 WP 011213198.1 GKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFL 301
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFL 301
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GKTMLASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFL 301
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GKTMLASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFL 301
NTDB id 1349 HI 1117 AAC22771.1 GKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFL 305
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GKTMLASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFL 304
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDR 384
NTDB id 227149 B9P52 RS31555 WP 088448318.1 DELPEFNRRTLEALREPLEAGRVVIARALHSARFPARFQLVAAMNPCPCGWRGHPARACACSPDQAARYVGRVSGPLLDR 392
NTDB id 1271 LPP RS03220 WP 011213198.1 DELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDR 381
NTDB id 1248 GCO85 RS03150 WP 011213198.1 DELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDR 381
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDR 379
NTDB id 1153 A1552VC RS00115 WP 000521788.1 DEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDR 379
NTDB id 1349 HI 1117 AAC22771.1 DELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDR 383
NTDB id 1387 A4U84 RS06900 WP 020457569.1 DELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDR 382
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IDIHIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEK 462
NTDB id 227149 B9P52 RS31555 WP 088448318.1 IDLHVALPPSDPDWM...SGPPGEPSEPVRERVARCRERQLARQGK....PNAALEGAELDEHCRMDGEARALLSQAMRR 465
NTDB id 1271 LPP RS03220 WP 011213198.1 IDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSK 457
NTDB id 1248 GCO85 RS03150 WP 011213198.1 IDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSK 457
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHR 454
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHR 454
NTDB id 1349 HI 1117 AAC22771.1 FDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNK 458
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTK 458
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 227149 B9P52 RS31555 WP 088448318.1 LAGSARALHRALRVARTIADLDGEERLAASHVAQAVQYRRPGV.......... 508
NTDB id 1271 LPP RS03220 WP 011213198.1 LKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 LGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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