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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 226933 B9K09 RS13235 WP 087519093.1 ....MLALIAGLLTLRFLPQLPSIWFL.VL...CLLGAWLLVLRQRLP........PALFLLGFAWACLCAQWALDDRLS 64
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLAL...APVGLLLL.PFRWRP........LAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 226933 B9K09 RS13235 WP 087519093.1 PQLDGRTLWLQGEVVGLPEQDGKVGRFHLAGAV.SRRAALPKLLRLSWYGG....................PPVVAGETW 123
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 226933 B9K09 RS13235 WP 087519093.1 RLAVRLKRPHALVNPQSFDYELWLLAQGIGGTGSIKAGERISV............DGGIATWRQRIRQRILATP.AYGRE 190
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAE............AASSGAWRDRLRQRLLTVE.AHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 226933 B9K09 RS13235 WP 087519093.1 GALTALVLGDGSGMSTDDWRILQHTGTVHLMVISGQHIGLLAGLLYGLVAALAR.......FGY..WPAALPWLPCACLS 261
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGI..WPQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 226933 B9K09 RS13235 WP 087519093.1 GFAGAITYGALAGFEVPVQRACVMVGLVLLWRWRFRHLGLLMPLLLAMLLILLWQPLASLQPGFWLSFGAAGLLMLVFR. 340
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 226933 B9K09 RS13235 WP 087519093.1 ......GRLGGLSW....WR...SLGRAQWAMALGLLPLLLGLGLPVSMSGPLVNLVAVPLVGLVIVPLALLGTLLLPLP 407
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSW....WR...ALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 226933 B9K09 RS13235 WP 087519093.1 WLGATLLGIAGGLLELLFRGLEFAAQWLPAWLPSGLPLWAWLLVAIALLLLILPRGIP...GRSLAWLLLLPLLFTKPPR 484
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 226933 B9K09 RS13235 WP 087519093.1 PPEGQALVVMFDVGQGSSILVQTREHALLYDAGARSAGF.DIGERVVLPSLRTLGLSSLDMLLISHADNDHSGGALAIYQ 563
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 226933 B9K09 RS13235 WP 087519093.1 GMSIERVVSGQPTEL.......PAVLGAQPCRP.SSWQWDQVRFSTWQWQ......DASQSNPLSCVLMVEAAGERLLLT 629
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
consensus **** **** ! * ****** !* ***! !**! !*** * !***! !!!!****!*****!*

logo GDIGDRAQAQAEARAL IVADRAGSEGAPEMTDERLVMNRADQRI
WLLVAPHHGSNRTSSSSAGQALVF ILADAVSAAQDGSVVAVLFIGQSVRSGKSYRHNRAFYGHPHPQAVLVWKQRLYGQRANQARSGI

A
T
E
R
L
H
L
Y

R
D
S
T

NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 226933 B9K09 RS13235 WP 087519093.1 GDIDAAAERALVRSG..TDVRAQWLLAPHHGSRSSSSQLFIDAVAADSVLIGRGKHNAYGHPHPAVVQRYRQSGATLYDS 707
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 226933 B9K09 RS13235 WP 087519093.1 VEEGAVTIQLGSFV..PAQGMRKIPRFWREK................. 736
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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