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NTDB id 226689 CCUN RS08355 WP 027305521.1 MPKVYILANGAMASALAYGLRDKYEVFIVGRDKSKLKILKEQGFKTLLYEDFDLESKVVILAFKPYALKNVAQILKGEAK 80
NTDB id 1236 CJJ81176 RS05225 WP 002869050.1 ..MLYILANGAMATALAYGLKDDYEICIVGRSIEKLQALAKEGFKTLLYKDFNIEGKDVILAFKPYALENIAQMLKGQAR 78
consensus ** *!!!!!!!!!*!!!!!!*! !!**!!!! !! ! !!!!!!! !! *! ! !!!!!!!!!! !*!!*!!! !*

logo I L I SVLANTVDFEKEKLEQCTIKAKQNTYI
VR I IMPNI

TAAKRYKASTTPYI LKNSHKFEKDNE I LDNI
LLKNTFGKSAYEKLDSDNES ISQMNAAMAI SGCA

NTDB id 226689 CCUN RS08355 WP 027305521.1 ILISVLANTDFKELECIKAKNTIRIMPNIAARYKASTTPYILKNSKFKDEILNLLNTFGKAYELSDSSQMNAAMAISGCA 160
NTDB id 1236 CJJ81176 RS05225 WP 002869050.1 ILISVLANVDFEKLQTIKAQNYVRIIPNTAAKYKASTTPYILKNSHFENEILDILKTFGSAYKLDNEIQMNAAMAISGCA 158
consensus !!!!!!!! !! ! *!!! ! *!!*!! !!*!!!!!!!!!!!!!*! !!! *! !!! !! ! !!!!!!!!!!!!

logo PAFLAL IVAEQS IAENAGGVYEKGLSTKDELSLNLTQRGSLFEKSSVNSALLEKHEHPAI
L IKENICSPAGGVTIKGIKAI LEEQKAGI

VRAGASFFI EA IDN
NTDB id 226689 CCUN RS08355 WP 027305521.1 PAFLALVAQSIAEGGVYKGLTKDLSLNLTQGLFESVNALLKHEHPALIKENICSPAGVTIKGIKALEEKAVRAAFIEAID 240
NTDB id 1236 CJJ81176 RS05225 WP 002869050.1 PAFLALIAESIANAGVYEGLSKELSLNLTRSLFKSSSALLEHEHPAIIKENICSPGGVTIKGIKILEQKGIRGSFFEAIN 238
consensus !!!!!!*! !!! *!!! !!*!*!!!!!! !! ! !!! !!!!!*!!!!!!!!*!!!!!!!! !! !**!* ! !!!
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NTDB id 226689 CCUN RS08355 WP 027305521.1 RSSE. 244
NTDB id 1236 CJJ81176 RS05225 WP 002869050.1 ASSAK 243
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