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LNFNGGDFFFYPLSGHTRCKRCVDSERKQDNLDENFYERDFFQKNKKS IDEAI ILM
NTDB id 226687 CCUN RS07250 WP 027305174.1 MNLNQKIKEEFSGKNVVLLQGPVGNFFACLAKIFKKNHTKVSKINFNGGDFFFYPLGHRCRVSRQNLDNFYEDFFQKKSIEAIIM 85
NTDB id 1240 Cj1413c YP 002344796.1 MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLAVKMRKNQTKVFKLNFNGGDFFFYPSGTRCKCDEKDLENFYRDFFQNKKIDAILM 85
consensus ! !!! !!!!!!!*!!!!!!!!!!* !! *!!*!!! !*!!!!!!!!!!! !*!!** !*!!! !!!! ! !*!!*!

logo YNDCRFI IHAKKSAIKI
VAKTEKLGI E IW I FEEGYLRPYC ITFLEKDNGVNANSKS ILPRDKNSFFYLSLQNFICFKTNKSETNS IKEVIPGGFKFMAFDNAFLYW

NTDB id 226687 CCUN RS07250 WP 027305174.1 YNDCRFIHKSAIKIATKLGIEIWIFEEGYLRPYCITFEKNGVNANSKIPRDKSFFLSLNFCKNSTNIKVIPGGFKFMAFNAFLYW 170
NTDB id 1240 Cj1413c YP 002344796.1 YNDCRIIHAKAIKVAKELGIEIWIFEEGYLRPYCITLEKDGVNANSSLPRDKNFYLSQNIFT.KESIKEIPGGFKFMAFDAFLYW 169
consensus !!!!! !! !!!*! !!!!!!!!!!!!!!!!!!! !! !!!!!! *!!!! !*!! ! * * !! !!!!!!!!!! !!!!!
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LFWFRASLFYRKYLYKI STEKKLNEKIYNSLEKKKYFLAI LQVHYNSDTQI
L
K
S
N
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NTDB id 226687 CCUN RS07250 WP 027305174.1 FFAFIFAPFFNNKLHHRSLNPLEMFFWFRALFRKYLYKISEKKLNEKIYSLKKKYFLAILQVHNDTQLSNHYKKSIEDFIEETIL 255
NTDB id 1240 Cj1413c YP 002344796.1 LFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYKITEKKLNEKIYNLEKKYFLAILQVYSDTQIKYHYKKSIEHFIEETIL 254
consensus !!!! !!!!!!!!!!!*! ! ! !!!! !*!!!!!!!*!!!!!!!!! ! !!!!!!!!!!* !!!* !!!!!!!*!!!!!!!

logo SFANHARAKSYLVFKHHPMDRGYKRNYFSAKL I ENDKLSQRKYHYVEGR I
VLYVHDTHYLPTVLLRKNALGC ITINSTVGLSAI

VLEGCAPTKVCGENA
NTDB id 226687 CCUN RS07250 WP 027305174.1 SFANHARAKSYLVFKHHPMDRGYRNYSALIEKLSQKYYVEGRILYVHDTYLPTLLRNALGCITINSTVGLSAVLEGCATKVCGEA 340
NTDB id 1240 Cj1413c YP 002344796.1 SFANHARAKSYLVFKHHPMDRGYKNYFKLINDLSRKYHVEGRVLYVHDTHLPVLLRKALGCITINSTVGLSAILEGCPTKVCGNA 339
consensus !!!!!!!!!!!!!!!!!!!!!!!*!! !! !! !!*!!!!*!!!!!!*!! !!! !!!!!!!!!!!!!!!*!!!!*!!!!! !

logo FYDNFEGLSTYPQKRKLQRFFWRTEAHASYKPNLPTVL IVCKNFYKEKYLLQNTNQFINGNFYKNFSFLDNEKNKD
NTDB id 226687 CCUN RS07250 WP 027305174.1 FYDFEGLTYQRKLRFFWTEAHSYKPNLTLIKNYKEYLLQNNQINGNFYKNSFLNENKD 398
NTDB id 1240 Cj1413c YP 002344796.1 FYNFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLQTNQFNGNFYKNFFLDK... 394
consensus !! !!!!*!**!! !!! !!! !!!!* !**!*! !!!! !! !!!!!!! !! ***
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