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GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY
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QNASIGRLITNFAGPMNNFILG VFI L|YF QGG IgDIS Nis| V[N GAALNY GL PRDEIVAIN[EMKVTEW BLEIE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
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A DIRATIANIREIIN IV THKPSENARST  VKPQKEEYY Yy ' GVIGSILKTGIJKDK  I8GGIY “ IHAWE]G Ay T LNPNLKGL ThNe

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
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FSLNKLGGPVAM MSNQA NGL®S LFLM MLSINLGIFNLIPIPALDGGKI MNIIEAIRRKP IMQEfE YITLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV

FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV
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A MVVLMIAVTWNDIMRWYFF 419
AVMVVLMIAVTWNDIMRAFF 420
AVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved
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