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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQ....PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 226065 B7P19 RS01525 WP 029740211.1 AQSRPQ....QQSAPAPSNEPPMD.FDDDIPF 176
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QQSAPQ....QY.SQPQYNEPPMD.FDDDIPF 177
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