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NTDB id 226053 B8X06 RS08470 WP 033098964.1 MIVTIITFIIVFGILVIVHEFGHFYFAKKAGILVREFSVGMGPKAVAFR.RNATTYTLRFLPIGGYVRMAGVADDEDEEL 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
consensus ***!!!!***!***!**!!!!!!*!!!**!!!!!!!**!!!!!**!******!*!!*!*!!*!!!!!!!!***!* *!*

logo KPTGTSPVASLQTI
LGPKDGI

KVHRSR INALSKDKRTQTVLDFQNTGAI
LPLMS

NVTATYDLEKDEKLWTI ETGYLEVNLGDESEVTKHTYAEVDHDATIVESEDGTEVLQR IAP
NTDB id 226053 B8X06 RS08470 WP 033098964.1 KPGTPVSLQIGPDGIVHSINASKKTTLFNGIPLSVTATDLEKELWIEGYENGDESEVKHYAVDHDATIVESDGTEVQIAP 159
NTDB id 291 STER RS01205 WP 011680685.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAP 155
NTDB id 323 STU RS10650 WP 011225396.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAP 155
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NTDB id 226053 B8X06 RS08470 WP 033098964.1 VDVQFQSAKLWQRMLTNFAGPMNNFILAIITFAILAFMQGGVTSTTTHVAATIADSVARTAGIQKGDQIVAVNGKKMTSA 239
NTDB id 291 STER RS01205 WP 011680685.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 323 STU RS10650 WP 011225396.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
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NTDB id 226053 B8X06 RS08470 WP 033098964.1 QSISLLIQDSPK.....QRLTLTINR.AGQTKKIAVTPAAKTVSGNRIGQIGVQWATKTDTSLGAKLAYGFTGSWGITKQ 313
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQ......GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATA 309
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQ......GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATA 309
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NTDB id 226053 B8X06 RS08470 WP 033098964.1 IFQVLGRMVTHGFSLNDLGGPVAIFATTSQAAKSGVRTVIYLLAVLSINLGIVNLLPIPALDGGKLLLNIVEGIRGKPLR 393
NTDB id 291 STER RS01205 WP 011680685.1 ILATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 323 STU RS10650 WP 011225396.1 ILATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
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NTDB id 226053 B8X06 RS08470 WP 033098964.1 VETESVITLIGFGLLMLLMILVTWNDIQRYFF 425
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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