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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 MNEESILEEERTIERGFIKGNVNHIVFRNEENFYTVALIRVQQTNEEFKEKTITVVGVLPKLEQDETFLFFGQMIQHPKF 80
NTDB id 355 BSU 27480 NP 390625.1 ..MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKF 78
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 GVQYQVEQFRRDLPQTKHGIIQYLSSGRFPGIGLKTAESIVDVLDERAITRIVEDRSVLSDIPKLSKEKADSLYEQLVDQ 160
NTDB id 355 BSU 27480 NP 390625.1 GLQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRH 158
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 QGVEQVLMMLSKHGFGVELSLKVYQAYGLQAIDIIQTNPYQLIADVEGIGFRKADLLGAAIGITGNHPDRIRAGCLFLIQ 240
NTDB id 355 BSU 27480 NP 390625.1 QGLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLE 238
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 ELCLQEGHVFIDKSSLTPHVISLLSSYEF...KVEAHEVEQQIEVMHEDDLIFLEEERVYLKSLYFAEKGIVSSVRRLLS 317
NTDB id 355 BSU 27480 NP 390625.1 TTCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIAS 318
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 .EEIEEEFPEAEFLKALGKLEEEFNIEYAPSQKQAIQTALSSPLMILTGGPGTGKTTVIKGIVELYARLHGISLDEKAYT 396
NTDB id 355 BSU 27480 NP 390625.1 QTEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK 398
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 KQNPFPILLVAPTGRAAKRMSEATELPATTIHRLLGWKGGTGGFEKGDHEPLEGDLLIVDESSMVDIWLMNQLLKSVPKG 476
NTDB id 355 BSU 27480 NP 390625.1 KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGA.EGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDH 477
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 MQVVLVGDQDQLPSVGPGQVLRDFLDADVIPMVPLVDIYRQAEGSSIIELAHAMKQGKMPENLPNPQKDRRFFPCQMDHV 556
NTDB id 355 BSU 27480 NP 390625.1 IQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQI 557
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 QQVVSQICENALKKGYTAKDIQVLAPMYKGSAGITELNRMLQQLFNPHSDQRREISFGDVVYRTGDVVLQLVNNPDENVY 636
NTDB id 355 BSU 27480 NP 390625.1 KEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVF 637
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 NGDRGEIVAIFYAKENQEKQDQVVISFDGIEVIYQKKDLNQITHAYCCSIHKAQGSEFPIVVMPVVRSYARMLRRNLLYT 716
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
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NTDB id 226003 BkAM31D RS04475 WP 066155683.1 GITRAKQFLLLCGDLKAIHSAITQKEELHRNSMLQMKLRNLTVEKAN.QHNLEEK......ATN................ 773
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQ 797
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