
logo MLAKSKAMRWEKIKQERPQADQSDNKQVDKLSLTVENEQLHKIDTPLTVAKSLL IVKNRGFLDETAI ESARGLFLHNKTEKDEAMCDFYHYDPFELLMDKDGMDKELAAVDRR IHKAQAI
VSQRNQ

NTDB id 226002 BkAM31D RS04370 WP 066155749.1 MLKSKARWKIKEQASNQVDLLVNELKIDPLTAKLLINRGLETIESARGFLNKEEMCYHDPFLLDDMDLAVRRIHAAVSRN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! ! * ! ! !*! !! ! !!* !! *! !!!! !!* * ***!!! * ! ! !!* !*! *
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 EKILIFGDYDADGVSSTAVMYLALKSIGAEVDFYIPNRFTEGYGPNEPAIRKAKEEGYQLVVTVDTGIAAVHVANVAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!*!*!!!!!!!!*!! !! * ! * ! !!!!!! !! !!!!!!!*! ! !! !* !**!!!!!!!!!! ! !!!!*
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 GLDFIVTDHHEAPPVLPDAYAIINPKKPGCPYPFKGLAGVGVALKVAHALIGRIPSEWLDIAVIGTVADLVPLVDENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!! !*!!!!!**! !!! !!**!! !!!*!!!! !!!!!!! !*!!!!*! *! ! !!*! !!!*!!!!!!*!!!!!*
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 VMEGLHALQSTDKPGLVELKKKCGILSQVIQADHVGFGIGPRINAAGRLDSADPAVALLLTESHEEAELLASEIDDLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !!* ! ! **!! !! ! *! * **!!! **!!*!! !!** !!!!!*!!**! * !!! !! !!! !!!!
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 RQAVVSEITEAAIQVVEDHYPPDENEVLVIAGEGWNAGVIGIVASRLVERYYRPTIVLSIDNEKGLAKGSARSIEGFDMF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *!! *!* !! *!! * ***** *!*! !!!*!!*!!!!!*!!*!*!!! !!! !! !!!*!!!!!!!! !! *!
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 AELSKSRDILPHFGGHPMAAGLTMNASDLGELRKRLCQQAKEVLTADDFTPITAIDLVASVDEVSVTVIKQMEKLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !! *!!!!!!!!!!!!!!!*!* ! !***!! !!* ! !! *!! !* *!!!* !****! ! ! ! !!!*
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 ANPTPKVLIQDVHLEQMRKIGSDANHLKVGFNQNGATLDGIGFHLGYLCEEITSAAKVSAIGTLSINEWNGHVKPQLMIE 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !! !*!!* *!! *!!!! !*!* * !!**!!* ! !*! ! ** **! *! *!!!!!! * !!!!!!
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 DVAVSEWQLFDWRSIQRNRIVERLLTIPKENRMLIAFKENTKMSLGLEQFDIT...HVSTNMSNTTDLSGKYVVLLDTPE 637
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRT..WEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPP 636
consensus ! !!!!!!!!! ! ** * * *! ! ** !!! * ! ! **** ! !! ! !*!!!!*!*
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 ERQQLKGLFSMSETPNRIYTIFHHESDSFFTSNPNRDHFKWFYAFLLKRKMFNMKQHSEDLAKHKGWSKQTVDFMSHVFY 717
NTDB id 354 BSU 27620 NP 390640.1 SLDMLARLL.EGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFF 715
consensus ! ! * ! !!! !!*** !*! ** ! !!!!!!*!!!!!!! ! *! ! *!!!!!!!! !* !!**!!*
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NTDB id 226002 BkAM31D RS04370 WP 066155749.1 ELGFVTIDDGILTVTENPEKKNLDESKTYRMKQEQVYIENDFVYSSYMDLKQWFSQILQEKTRDEKSSKETV 789
NTDB id 354 BSU 27620 NP 390640.1 DLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
consensus *!!!! !* !*!*! * !* ! *! !! !! * *** !!! *!! ! ** * !** !*
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