logo

NTDB id 22578
NTDB id 31 MW
NTDB id 15 SA
consensus

logo

NTDB id 22578
NTDB id 31 MW
NTDB id 15 SA
consensus

logo

NTDB id 22578
NTDB id 31 MW
NTDB id 15 SA
consensus

logo

NTDB id 22578
NTDB id 31 MW
NTDB id 15 SA
consensus

logo

NTDB id 22578
NTDB id 31 MW
NTDB id 15 SA
consensus

SE RS05815
RS08000 WP
RSO7770 WP

SE RS05815
RS08000 WP
RSO7770 WP

SE RS05815
RS08000 WP
RSO7770 WP

SE RS05815
RS08000 WP
RSO7770 WP

SE RS05815
RS08000 WP
RSO7770 WP

WP 001831131.1
000776422.1
000776422.1

WP 001831131.1
000776422.1
000776422.1

WP 001831131.1
000776422.1
000776422.1

WP 001831131.1
000776422.1
000776422.1

WP 001831131.1
000776422.1
000776422.1

017 et e DL LA LL T YO Mokt gL gl sk Y

MKIQRINTEKN B N ML 12pQEIDLL[NIALN LLEEBIGETLYQSFIMFLNERNERUYKIN gy RpeYT [ah:l (NGARCY@ILIY IGY)y |8
MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIGYSDTI
MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIGYSDTI

VQWLAEB@ i Y KMNBM&RMQYLA V8 LR L s o

IR0 JSJAEN GNI|D ELNY TV YMKAN®K JWWRL KTLQYP BIL SIF g ByILN TVIPQFQQLYJY MN LS FQUEHL )M
VMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLSSFQKTLSFFI
VMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLSSFQKTLSFFI

LT A e e L e

TY[R]' N LPLFY NGy LQNIVH YN} [BE)S
TSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQSIVDVYINHSSDPFR
TSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQSIVDVYINHSSDPFR|
Pok 1D skoskoskoskookokokok | okokokokookook | oskokokok Dokok Dookoskookook Dokokokokok Dok Dok Dok Dokokokokok | Dokokok Dok Dok DD Dok D Dok D ok 1 Dokok Dok |okokokokok |k

LA e 1B oL NV A R By ELRL Y Lot T 4 LChE W

JSELGYL|gea NSGIRZLPYI LN LKCE[MNLIKE BQGEKIGKL ELKLYSQ L [NQIJE K| KQTI4F QPI FIJILG FIV
QFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIKQTQFLQPILFLILGLFIVATI

QFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIKQTQFLQPILFLILGLFIVAI

Il

el

K

YLVIMLPMF |BMQ IK 355
YLVIMLPMFQMMQSIK 356
YLVIMLPMFQMMQSIK 356
T

X non conserved
B similar
>50% conserved

169
170
170

254
255
255

339
340
340



