
logo

MTSDPM
N
M
P
A
K
P
Q
A
D
F
W
D
E
H
N
F
WFENEDEELEGDDQALFLETSLEIADGKDETDEGTDNESGTI

L
D
EELDSFGDLFEGQETPTVIQGEGFGSPPSASAGEREYDGAPPSLVDRMQTLDSFLNPSLP

NTDB id 225761 BH695 RS08705 WP 002745883.1 .....MMKPDWDHFFNEDLE.QLLESLEDKDTDGDETLDELSF..LFEQT..........SPPAARYGASLDQTLSFLPL 62
NTDB id 1419 SGL RS12550 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAG.EETNSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSP 79
consensus ***** * * ****! !* * !! * * **!! !**!!! **********!!* * *** !! ! **

logo EAPELADAELFSTDESDAPTTAIDPFES I
S
N
SWELE I

T
A
D
Q
T
M
N
MEADD

PLAHS ITPREGTNTADPAKSYEQPTAEDGGLDDDNDLAEESLLLQDELNALGTVGQDSVEAPAI ITNP
NTDB id 225761 BH695 RS08705 WP 002745883.1 EPELAELFSDS............INWEETATN....DLHSTRG.TDPKSEPEDG...DDLESLLLENATVQDSEAIIT.. 120
NTDB id 1419 SGL RS12550 WP 010873252.1 EAELDALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAEL.QDLLGVGDVEPAITNP 158
consensus !*!! !!*! ************ ! ! *****!*! * * ! * !*** !! !* * ! ! !* !!**

logo

GLHSFAGADRVTP I
L
TN
S
E
N
P
V
L
N
F
L
F
Y
A
D
A
S
I
L
D
EDLDEAGFL ILENAKPTVLPDPAEEQFSPSLPDI FETESLETVL ILDSETPSATAPGKKSFPAVATAI STEHPFLQRRLESLEP I

V
A
T
LE
M
E
S
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NTDB id 225761 BH695 RS08705 WP 002745883.1 SPEPEFKDLEKLLEETNPPVGLN...........NLRPLVGKAFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQEQDRLR 255
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NTDB id 225761 BH695 RS08705 WP 002745883.1 KYPRLAAIPVALLTSRGSERHRQVAAKLGASGYFTKPYTEIDLLSAAERMIAGEVLLANSIKATSNQLSSS......... 876
NTDB id 1419 SGL RS12550 WP 010873252.1 ADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNSILSRFKKARGNFSE 947
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