
logo MLAQPSKMTRWEKEIKQERPYDNEQDEKLVKSESLATENKQLHQI
L
S
TPLVATSLFLLVGKRGFLDNTAEDEKSAIRVDLFLHNTAKDAQDEFHYDPFELLMEKGMDKERATAVDER I

VKKQAI ESNQGQ
NTDB id 225695 B7492 RS23585 WP 002138444.1 MLQPKTRWKEKEYNEELVSELANKLQLSPLVTSLFLGRGLNTEDKIVDFLNTADQEFHDPFLLEGMDRTVERVKKAIENG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * * ! ! !***!!! !! * !! ! * !!*! ! *!*!!! * !! *!*! !! *

logo EKQI LMI FYGDYDADGVSTSTSTVLML
Y
H
L
A
TLKQEKLGSAEQVDEFYIPDNRFKTEGYGPNEEQAFRSWAIHKESARGFSL I ITVDTGIAAVHEAKVAKEL

NTDB id 225695 B7492 RS23585 WP 002138444.1 EQILIFGDYDADGVSSTTVLYLALKELGAEVEFYIPNRFTEGYGPNEEAFRWAHSAGFSLIITVDTGIAAVHEAKVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!*!!*!* * ! ! ! !*!!!! !! !!!!!!! !!! * !!!!!!!!!!!!!!!!!!!!!!!!

logo GI
LDLVI ITDHHEPGPPELPDEAVLRAI IVHPKLQEPGCGTVYPFHKEYLAGVGVAFKLVAHALLGERLVPDEEHLLDE I

LAAVIGTI
VADLVPSLHDGENRL IL

NTDB id 225695 B7492 RS23585 WP 002138444.1 GIDLIITDHHEPPPELPEALAIIHPKLEGGVYPFHYLAGVGVAFKVAHALLGRVPEHLLEIAVIGTVADLVSLHGENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!*!!!!* !!*!!! *!* !!!* !!!!!!!!!*!!!!!! *!**!!**! !!!*!!!!*!! !!!!*

logo

A
V
Q
T
L
RGLEKHRLMRMRTNRNR I

LGLKAELFIKLVASGNGVDS IQGSEAINTEESTI
VGFQSLAPR I

LNAVGR I
LEDQADTPAVHLLLMSEDPSEFEAEKELAAEE IDEQLNKEL

NTDB id 225695 B7492 RS23585 WP 002138444.1 VQRGLKHMRMTRNIGLKALFKVANVSQSEITEESIGFSLAPRINAVGRLEDATPAVHLLLSEDPEEAKELAEEIDELNKL 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !! **! ! *!!! ! !* ! !!**!! !!!!*!!!!!*! ! !!!!!!*!!!* !! !!! !!! !!!

logo RKQDKI
MVKSKQI

MTDEEAIAEEMVENQNQFGPPELDENQKTAVI
LVLVAKAEGWNPGVI

VGIVASKLVDERFYRPATIVLGS IDEPEHKEGI
TAKGSARS IARGFDNLF

NTDB id 225695 B7492 RS23585 WP 002138444.1 RKDIVKQITEEAIAEVENNFPPEENKVLVLAKEGWNPGVIGIVASKLVERFYRPTIVLSIDPHKETAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus ! *! *!*!!! !!** ** ** *!*!! !!!!!!*!!!!!!!!*!!!!! !!! !!**! !!!!!!!! !! !!

logo
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SLSDECRDE I

LLPHFGGHPMAAGMTLKNAMENDVDPDELRRSRLNE I
QADNVI

TLTAEEDF IP I
V
Q
T
A
EVDALFVCGKVEDI

VTLVAEAS IAEDEMNQKMLASPFGMV
NTDB id 225695 B7492 RS23585 WP 002138444.1 ANLSDCRELLPHFGGHPMAAGMTLNMNDVDELRRRLNEQADVILTAEDFIPITAVDAFCKVEDVTLAAIEDMQKLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!*!!**!!!!!!!!!!!!!!! !!**!! !!!! !! !! !!!!!* !! ! !!!*!* ! *!* ! !!!*

logo

G
LNPKPHR I

V
A
LVEKDNADVLEDS IVRAKIGASDNGKSTHLVKMATI

LRDNEGQSASQTLDCTI
VGFGNFKGETLYAQEKEGI SVPGVASKR I

VS IVVGEMVS INEWNNFRKKPQLMI
V
K
Q

NTDB id 225695 B7492 RS23585 WP 002138444.1 GNPKPRIAVKDADLESIRAIGSDGSHLKMALRDGQATLDTIGFGFGTYAKEISPVAKVSVVGEVSINEWNNFKKPQLMVQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!** ! ! !! *! !! *!*!! *! !!**!! ! ! ! **!*!!!*!!!!!!! !!!!!!*



logo DAIAVESAEWQLFDLWRGSKMRNTVWEADNTLVASAELPKSAEKI
R
A
T
I
MVSYFKSEDESVLTNTKLFLQSLTEDGLYKREREQLVHVVI SSKD

H
A
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A
S
E
K
A
V
A
F
D
H
F
LDDGAQYIVLLDLPPKPGSLT

NTDB id 225695 B7492 RS23585 WP 002138444.1 DIAVEAWQLFDWRSMRNVEANLAELPKEKITMVYFSEEVLNKFSLEGYKEQLV.....HASEVAHFDDQYIVLLDLPKGT 635
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! !!!!! ! ! ! * !! ! *! ! !* ! * ******** * ! !!!!!!*!*

logo DEMLAGDRLVFLEKAGGKAFPAER IYFTI
LFLYNQEHENDNHFLFLSTFVPATRDEHFKWYYASFLLSKQKRGTAPFDSLVKRKQHYGESEQLACKRHKGWSKVDETI

VNFMTKQVFFDELEG
NTDB id 225695 B7492 RS23585 WP 002138444.1 DELGDVFKAGFPARIYTLFYQENNHLFSTVPTREHFKWYYSFLSQKTPFSLRQYGEQLCRHKGWSKDTVNFMTQVFFELE 715
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus ! !* * * ! !!! *! ** ! !! ! !*!!!!!! !! * *! ** *! !**!!!!! *!*!!!! !!!*!

logo FVKTI EKDNGVI
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QKRDL ITDESNQTYQRAEKMQNQHLLMEQLDEKQEKLNVYSSTAYEQEQLKYETWFLENKTI
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SEAYESTRRT

NTDB id 225695 B7492 RS23585 WP 002138444.1 FVTIKDGVIFMADKKQKRDLIESNTYREKMNHLQLEKELVYSTYQQLYTWFETIRDHK.......... 773
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! ! !!* * !!!! *!*!! ! *** !* ! !!* ! ! * * **********

X non conserved

X similar

X ≥ 50% conserved


